TPR
1qge_ba
1kt0_3a
1e96b_3b
1fch_1la
lhxi_la
lelr_3a
1lal7_3
lelw_3a
liyg 1la
1fch_2a
1fch_ba
1fch_4a
1ktl 3a
1lihg 2a
1kt0 _2a
1ktl 2a
lal7 1
lelr_la
lal7_2
1e96b_1b
lelw_2a
lelw_1la
1lihg_3a
1kt0_1la
1ktl_1la
1qge_4a
1fch_6a
1lihg_1la
1gge_2a
lelr_2a
1qge_1la
1e96b_2b
1fch_3a

ESNFLKSL 1DAVNEGDSEQLSEHCKEFDNFMRLD
EKGLYRRGEAQLLMNEFESAKGDFEKVLEVNAAR
CEVLYNIAFMYAKKEEWKKAEEQLALATSMKSEP
HPQPFEEGLRRLQEGDLPNAVLLFEAAVQQDPKH
EEAWRSLGLTQAENEKDGLAI ITALNHARLDPKDX
AKAYARIGNSYFKEEKYKDAITHFYNKSLAEHRTP
IKGYYRRAASNMALGKFRAALRDYETVVKVKPHD
GKGYSRKAAALEFLNRFEEAKRTYEEGLKHEANN
RDYVFYLAVGNYRLKEYEKALKYVRGLLQTEPQN
MEAWQYLGTTQAENEQELLAISALRRCLELKPDN
YLLWNKLGATLANGNQSEEAVAAYRRALELQPGY
PDVQCGLGVLFNLSGEYDKAVDCFTAALSVRPND
EKGLYRRGEAQLLMNEFESAKGDFEKVLEVNPQN
LSCVLNIGACKLKMSDWQGAVDSCLEALE I1DPSN
LAAFLNLAMCYLKLREYTKAVECCDKALGLDSAN
LAAFLNLAMCYLKLREYTKAVECCDKALGLDSAN
AEELKTQANDYFKAKDYENAITKFYSQAIELNPSN
ALKEKELGNDAYKKKDFDTALKHYDKAKELDPTN
A1YYGNRSLAYLRTECYGYALGDATRAIELDKKY
SRICFNIGCMYTILKNMTEAEKAFTRS INRDKHL
HVLYSNRSAAYAKKGDYQKAYEDGCKTVDLKPDW
VNELKEKGNKALSVGN IDDALQCYSEAIKLDPHN
TKALYRRAQGWQGLKEYDQALADLKKAQE IAPED
AAIVKEKGTVYFKGGKYMQAVIQYGKIVSWLEME
AAIVKEKGTVYFKGGKYVQAVIQYGKIVSWLEME
NKCFIKCADLKALDGQY IEASDI'YSKL IKSSMGN
IRSRYNLGISCINLGAHREAVEHFLEALNMQRKS
SEDLKNIGNTFFKSQNWEMAITKKYTKVLRYVEGS
GNTYVEAYKCFKSGGNSVNAVDSLENAIQIFTHR
MTY ITNQAAVYFEKGDYNKCRELCEKAIEVGREN
ADLCVQAAT 1 YRLRKELNLAGDSFLKAADYQKKA
AVAYFQRGMLYYQTEKYDLAIKDLKEAL IQLRGN
QTALMALAVSFTNESLQRQACEILRDWLRYTPAY

SEL1-li1ke repeats

1klIx_1la
1klx 2a
hcpc_2a
hcpc_4a
hcpc_3a
hcpc _5a
hcpc_6a

PPR

NGCRFLGDFYENGKYVKKDLRKAAQYYSKACGLNDQ
DGCLILGYKQYAGKGVVKNEKQAVKTFEKACRLGSE
SGCFNLGVLYYQGQGVEKNLKKAASFYAKACDLNYS
DGCT ILGSLYDAGRGTPKDLKKALASYDKACDLKDS
EGCASLGG 1 YHDGKVVTRDFKKAVEYFTKACDLNDG
PGCFNAGNMYHHGEGATKNFKEALARYSKACELENG
GGCFNLGAMQYNGEGVTRNEKQA 1 ENFKKGCKLGAK

pfam PPR alignment was used.



