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Fig. 4. Process keywords remaining after inspection.
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Comparison with the transversal approach:

e While the transversal analysis suggests new research trends through the
network 2 related to the Amine metabolism, Bedrine-Ferran et al. report
that the amine metabolism process is involved in the three expression
clusters during the differentiation stage (See red rectangles on the figure).

e While the transversal network 1 (protein biosynthesis) presents an
expression heterogeneity biologically relevant, the two-step approach did
not highlighted this expression fluctuation during the cellular
differentiation process (See blue ovals on the figure).



