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highlighted regions correspond to features in track: oligo_location

GCAAAAAGCG TGGGCAGTTG GAGAAGAAGC AGCCAGAGTG TGAAGAAGCC CACGGAAGGA AAGTCCAGGG AGGAGGAAAA 

GAAGCAGAAG TTTTGGCATC TGTTCCCTGG CTGTGCCAAG ATGGGCGATT GGAGCTTCCT GGGAAATTTC CTGGAGGAAG 

TACACAAGCA CTCGACCGTG GTAGGCAAGG TCTGGCTCAC TGTCCTCTTC ATATTCCGTA TGCTCGTGCT GGGCACAGCT 

GCTGAGTCTT CCTGGGGGGA TGAGCAGGCT GATTTCCGGT GTGATACGAT TCAGCCTGGC TGCCAGAATG TCTGCTACGA 

CCAGGCTTTC CCCATCTCCC ACATTCGCTA CTGGGTGCTG CAGATCATCT TCGTCTCCAC GCCCTCTCTG GTGTACATGG 

GCCACGCCAT GCACACTGTG CGCATGCAGG AGAAGCGCAA GCTACGGGAG GCCGAGAGGG CCAAAGAGGT CCGGGGCTCT 

GGCTCTTACG AGTACCCGGT GGCAGAGAAG GCAGAACTGT CCTGCTGGGA GGAAGGGAAT GGAAGGATTG CCCTCCAGGG 

CACTCTGCTC AACACCTATG TGTGCAGCAT CCTGATCCGC ACCACCATGG AGGTGGGCTT CATTGTGGGC CAGTACTTCA 

TCTACGGAAT CTTCCTGACC ACCCTGCATG TCTGCCGCAG GAGTCCCTGT CCCCACCCGG TCAACTGTTA CGTATCCCGG 

CCCACAGAGA AGAATGTCTT CATTGTCTTT ATGCTGGCTG TGGCTGCACT GTCCCTCCTC CTTAGCCTGG CTGAACTCTA 

CCACCTGGGC TGGAAGAAGA TCAGACAGCG ATTTGTCAAA CCGCGGCAGC ACATGGCTAA GTGCCAGCTT TCTGGCCCCT 

CTGTGGGCAT AGTCCAGAGC TGCACACCAC CCCCCGACTT TAATCAGTGC CTGGAGAATG GCCCTGGGGG AAAATTCTTC 

AATCCCTTCA GCAATAATAT GGCCTCCCAA CAAAACACAG ACAACCTGGT CACCGAGCAA GTACGAGGTC AGGAGCAGAC 

TCCTGGGGAA GGTTTCATCC AGGTTCGTTA TGGCCAGAAG CCTGAGGTGC CCAATGGAGT CTCACCAGGT CACCGCCTTC 

CCCATGGCTA TCATAGTGAC AAGCGACGTC TTAGTAAGGC CAGCAGCAAG GCAAGGTCAG ATGACCTATC AGTGTGACCC 

TCCTTTATGG GAGGATCAGG ACCAGGTGGG AACAAAGGAG GCTCAGAGAA GAAAGACGTG TCCCTTCTGA ACTGATGCTT 

TCTCACTGTC ATCACTGCTT GGCTCCTTTG AGCCCCGGGT CTCAATGACG TTGCTCATTA ATTCTAGAAA CTATAACCAG 

GGCTCTGGGA TAGTAAGAGA GGTGACAACC CACCCAGACT GCAGTTCCCT CCCCACCCTC TACCCAGTAT ACGAAGCCTT 

TCAGATTACT CATGAAACAG GGTAGAGGGA AAGAAGGGAA GCATGGCAAA AGCTGGCCTG GAAGGGATAG CCAGAGGGAT 

AGAATGACTC TCTCTCTACA TACCAGCAGC ATACCAAATG CGTTCTCTAA GTTCCTACCT CCTTGACCTG ATCACCCTCC 

CTCCTCCAAG GAAGAGCTCA AAGTTCCCAG CCAATAGACA GCATGAATCA AGGAACTTGC ATTATATGTG CTCTTGAATC 

TGTTGTCTCC ATGGACCATT CCTCGGAGTA GTGGTGAGAT GGCCTTGGGT TGCCCTTGGC TTCTCCTCCC TCTACTCAGC 

CTTAAAAAGG GCTTCTTGGA ACTTTACCAG CAGCCTCAGC TTTACAAATG CCTTGGTATG TACCTCTGGC AAATGCCCCA 

CCTTGGTGAT GTTGCAACCT TTCCTTCTGC TAGGGTGTAC ACCTAGCCTG TGCAGGTGTC AGCCCTGCTA GGGAGTCACT 

GTACACACAA ACTCTACTGG AATTCCTGCC AACATCTGTC ACCCTGCAGC TCCTTTACAG TTCAATCCAA TGATAGAAAC 

CATCCCTTCC CTTTCTCCCT TGGCTGTTCA CCCAGCCATT CCCTGAAGGC CTTACCAACA GGAATATCCA AGAAGCTGTT 

GTCCCCTCTC GAACCCTGAC CAGATCATCA GCCACTGAGG CCAGTGGAAT TTCCCCAGGC CTTGTTAAAA CAAAGAAAGC 

ATTGTACCTC TCAGATTCCC CTTGTGGAAA AAAAAATTCT GCTGTGAAGA TGAAAATAAA AATGGAGAGA AAACACTGGA 

AAACTATTTT CCCCTCCTAT TTACTTCCTT TGCTGACTGC CAACTTAGTG CCAAGAGGAG GTGTGATGAC AGCTATGGAG 

GCCCCCAGAT CTCTCTCTCC TGGAGGCTTT AGCAGGGGCA AGGAAATAGT AGGGGAATCT CCAGCTCTCT TGGCAGGGCC 

TTTATTTAAA GAGCGCAGAG ATTCCTATGT CTCCCTAGTG CCCCTAATGA GACTGCCAAG TGGGGGCTGT AGAAAAGCCT 

TGCCTTCCCC AGGGATTGGC CTGGTCTCTG TATTCACTGG ATCCATAATG GGTTGCTGTT GTTTTGGATG AAGGTAAACG 

ATGCTTGGAA TTGG


