
a
Use primary 

reference

b
Update 

primary reference

c
Use Gene Id 

(Primary Reference)

d
Use secondary 

reference

e
Update secondary 

reference

f
Use Gene ID
(Secondary 
reference)

Possible Scores;
P, PT, PD, PV, PM

PTD, PTV, PTM, PDV, PDM, PVM
PTDV,PTDM, PTVM,PVMD

PTDVM
PQ, PTQ

(I may appear in some of these 
scores)

h
Resolve ambiguous 

assignments 

i
Use sequence record 
from interaction record

Possible Scores;
PU, PUT

PE, PET, PEV, PEVT
PUQ

Possible Scores;
PG,  PGT

Possible Scores;
S, ST, SD, SV, SM

STD, STV, STM, SDV, SDM, 
SVM

STDV, STDM, STVM, SVMD
STDVM

(I may appear in some of these 
scores)

Possible Scores;
SU, SUT

SE, SET, SEV, SEVT

Possible Scores;
SG,  SGT

g
Resolve ambiguous 
assignments using 

sequence from interaction 
record 

Possible Scores;
PUL+, PUXL+, PUX+

PGL+, PTGL+, PGOL+, 
PTGOL+
PUTL+

SL+, SXL+, STL+, 
SUL+,SUXL+, SUTL+

SUOL+, SUOLX+, SUTOL+
SX+, SUX+

SGL+, SVGL+, SGTL+
SGOL+, STGOL+

SOL+, SOLX+, STOL+,

Possible Scores;
PN, PTN

PEN, SEN, PETN
STGOEN+, SLEN+

Possible Scores;
SGO+, SGTO+, SVGO+

g
Resolve ambiguous 
assignments using 

sequence from interaction 
record

Possible Scores;
PUO+, PUTO+, PUOX+

g
Resolve ambiguous 
assignments using 

sequence from interaction 
record 

Possible Scores;
SUO+, SUOX+, SUTO+

g
Resolve ambiguous 
assignments using 

sequence from interaction 
record

Possible Scores;
PGO+, PGTO+

g
Resolve ambiguous 
assignments using 

sequence from interaction 
record

Possible Scores;
SO+, SOX+, STO+


