
Structure of HACA sno Snake

Comparison of the reference (Rfam) structure of HACA sno Snake and pre-
dicted structures. The second stem of the snoRNA is predicted only if the co-
variance terms are downweighted. However, the more sophisticated RIBOSUM
scoring scheme will allow the correct prediction while the relative portion of the
covariance in the total score is much bigger than in the original RNAalifold.
Using the suggested new parameters (β = 0.6 and δ = 0.5 in the RIBOSUM
case) is sufficient to predict both stems.
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