A

The information of genome and oriC region

Genome size
Genome GC content
Dnad box distribution
OriC length
OriC AT content
The number of DnaA box
The location of orC region
The location of dna gene

4639675 nt

0.5079

[Dnad box distribution]
378 nt

0.5661

4

3023657..3924034 nt
3880349..3881752 nt

The of GC disp 3923620 nt (mini 1550413 nt (maximum)
The of AT disparity 2001807 n (mini 3869718 nt (maximum)
The extremes of RY disparity 3931322 nt (minimum), 1550371 nt (maximum)
The of MK disp nt {mink 3821563 nt (maximum)
N Note that the E. coli perfect DnaA box (Hatccaca) was searched for with no more than one mismatch.
i Note that the oriC region is closely next to a gidA gene (3921767..3923656 ).
Z-curves [Figure1] [Figure2]
OniC Sequence The DnaA boxes identified in the below sequence are capitalized and also marked in bold, if any.
EEtgatt atgaaaatggatt Egattctac
tcaactttgtoggctt gEgatcctgggtatt ctattta
tttagagatctgttctattgtgatctottattaggategeactgoccTGTGBATAACaag
t taactgtgaatgat t:
ataaget zagezeTTATACACA
agttgttcTTTGGATAA t teot TTATCCACAgtag
atcgecacgatctgtatac
=gi|49175990|ref|NC_000913.2| Escherichia coli K12, complete genome,
length: 4639675 bp, GC content: 0.5079
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