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Information
Insertion
HG21C

Genotype  Number
hetero -] |[1 | =

‘Transposon construct
T2KHG

O | [view]

B Insertion

Insertion name: e

Transposon: ToKHG
construct

o

Insertion within: Exon &/ Intron ()
Chromosome: 21
Start: 46138050
End: 46138550
uence length: 504
Integration site: caccrcoe |

Siteposition: 772 |

CGAGGGGGGGTCCGCTCTTAAAGG

Query Start Query End QueryLength Chr. Strand  Start
504 7 504| 21| -

Analysis result:

46138550 | 46139050 | 501

CDNA: ¢DNA Name Gene Type Experiment QueryStart Query End QueryLength Chr. Strand Start

tof7 Known
tcf7-exon1-2 | Known

RT-PCR
RT-PCR 1 312 a2 21| +

tcf7-exon3-4 | Known | AT-PCR 220 1 220 21| -

End Length Block Counts Score

% identity
4| 489.0 | 99.7979797979798 | z! | ¢!

End  Length Score % identity

46138690 | 46139489 | 47572505 | 309.0 | 99.67948717948701 | 2!
46098519 | 46170796 | 47572505 | 215.0 1000 | 2!

* cDNA name:  tcf7-exon1-2
Insertion name: 1iG21G

Analysis result:

Gene type:[Known  +|
Experiment: [RTCA =]

Accession ID:

CATCTGGACGAC

Query Start Query End Query Length Chr. Strand Start
1 312 312 21 +

End Length Biock Counts Score
46138690 | 46130489 | 800

% identity
2| 309.0 | 99.67048717948701 | z!

D

Transposon construct

Transposon:
construct L)

o

Sequence:

E

Fish Status

Fish (1-10f 1)
Line Name Line Type Mother Father
'SAGFF(LF)27A | transgenic | UT

Refresh

Cross  Generation Status
SAGFF(LF)27A | outcross | NA [ 4

PT2KSAG
714mp

Plasmid name:pT2KSAG

Plasmid size:8714 bp

Constructed by:Koichi Kawakami

Contruction Date:November 22, 2000

Comment&Reference:Kawakami, K. et al.
A transposon-mediated gene trap approach dentifies
developmentally regulated genesin zebrafish.
Developmental Cell 7, 133-144 (2004)




