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Insertion name: ‘G Insertion * construct  * Gene % Exon() * Intron(0) % Chr. % Start % End * site % Length
Transposon: HG10A T2KHG fancl v 0 13 27532870 | 27533421 | CAGATCAG 552 | z! [ View |
construct HG10C T2KHG ENSDART00000103341 4 = 16 27574099 | 27574486 | TGCGTATC 391 z! Vl'w‘
Insertion within: Exon @ Intron () HG21C T2KHG 1ef7 4 ] 21 46139050 | 46138550 | GAGGTCGG 504 | z! View
Keywords HGB T2KHG sich211-67e16.9 4 =] 9 13666805 | 13666731 | TTCATGCC 75| z! | o | [NieW
AHA1, activator of heat _ —
Chromosome: HGn3gB T2KHG shock protein ATPase 4 0 20 26609115 | 26608877 | CCTACCAG 246 z! View
homolog 1
Pleckstrin homology —
[ Search H Clear H Show All ‘ HGN43A T2KHG domain-containing family o 19 41648848 | 41649659 | CTCTTAGG 812 | 2! | of | [View]
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Name * Chr. * Strand * Stat % End * Ensembl *  References. *  Insertion % Map
] ZFIN.ZDB-GENE-990415-277
ZFIN.ZDB-GENE.990415-277, UASTETXLC13A chr. 5 strand:-1
foxnd s N 17324214 | 17338869 | ENSDART00000008994 | foritnead box N [Source:RefSeq position: 17358306 - 17360191 !
peptide;Acc:NP_571174]
ZFINZDB-GENE-040426-2004
ZFINZDB GENE-040426.2094, | HGnd2A chr.5 strand:1
foudil s * 33368363 | 33370146 | ENSDARTO0000043341 forkhead box D1 like [Source:RefSeq | position:33420952 - 33421417
Ppeptide;Acc:NP_998078]
ZFINZDB-GENE 99041577
ZFIN.ZDB-GENE.990415.77, .
foxb1.1 7|+ | 29728199 | 29729097 | ENSDARTO0000075721 | forkhead box B1.1 (foxbi.1), MANA | SAGaoe cheT Sandil 2!
[Source:RefS position:
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DNAACC:NM_131283]



