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Additional Table S2

Validation of candidates with secondary UAS-dsRNA lines

primary UAS-dsRNA secondary UAS-dsRNA primary /
CG SYMBOL S19  OTE  sip-Gald  hmiA-Gald  cg-Gal4 S19  OTE  sip-Gald  hmiA-Gald  cg-Gald secondary
CG6311 Edc3 0.7 >2 205 4 100 097 3 0 0 0 NO
CG12276 Aos! 1 0 0 10 56.4 1 0 1.9 21.6 92.9 ov
CG31256 Bf 1 0 15.6 3.6 50.7 1 ) 14.7 2 34.5 NO
CG12653 bid 03¢ >20 373 0 leth. 094 8 2.5 0 0 NO
CG5848 cact 098 4 12 4.4 95.4 na.  na na na na na
CG10362  CG10362 1 0 6 0 3.7 1 0 1.2 0 0 NO
CG11837  CG11837 1 0 5 0 84.1 1 0 0 0 11.7 NO
CG12661  CG12661 1 1 2.5 9 54.5 1 1 0 0 0 oV
CG12772  CG12772 055  >20 14 0 75 1 1 0 0 0 NO
CG12870  CG34362 034  >20 30 0 65.2 1 0 2.7 0 5.5 NO
CG14100  CG14100 1 0 8 2.4 3.6 1 0 0 0 0 ov
CG142350  CG14230 1 0 5 2.9 70.7 099 2 4.2 4.7 72 NO
CG14512  CG14512 1 0 5.6 0 13.2 1 0 4 0 92.8 ov
CG15247  CG15247 0.6 >20 1.4 3.6 13.3 096 8 0 0 0 ov
CG15314  CG15314 0.84 14 12.3 1.9 leth. 1 0 0 1.6 ) ov
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1 0 0 0 0
0.92 7 15.4 5.5 2.9
1 0 70.5 9.2 leth.
1 0 0 0 0
1 1 0 0 0
0.95 2 0 0 0
1 0 0 1.9 0
1 0 0 1.9 1.7
0.15 465 45.9 0 68.2
0.88 20 2.4 2.6 0
1 0 8.6 5 52.3
1 0 0 1.8 0
1 1 11.5 0 0
1 0 31.3 6 100
1 0 50 3.3 leth.
0.98 3 60.8 0 84.4
1 0 32 5.4 58.8
1 0 11.6 5.4 leth.
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CG8595 Toll-7 1 2 8.3 5 50 1 0 0 0 0 oV
CG10117 tto 1 0 1.7 0 15.6 1 0 0 0 0 NO
CG2762 ush 1 1 40 17 67.7 0.96 7 37 48.1 75.5 NO
CG17437 wds 1 0 0 0 52.4 1 0 4 0 43.4 NO
CG9Y433 Xpd 1 0 0 0 12.3 1 0 0 1.9 0 NO

Tumor indices (%) are indicated for each driver. S19: specificty score (total number of 19-mer/(number of off -target + number of on-target of each 19mer)).
OTE: number of off-targets. Leth.: lethal. OV: overlapping dsRNA. NO: non-overlapping dsRNA. N.a.: non-available



