RefSeq ID Primer name Primer sequence (5’-3’)
NM 199588 5'-eif1b TCGTATGTCCGCTATCCAGA
- 3’-eif1b CCTGAACCGTGGTCAGAGTC
NM 131284 5’-forkheadboxA1 CTCAGCACAGCTCCATGAAC
- 3’-forkheadboxA1 GCGGGTAACTCCTCCTGAA
NM 130949 5’-forkheadboxA2 ATGCTCGGTGCTGTCAAA
- 3’-forkheadboxA2 CAAGTCCAGTGTTCATGTTGC
NM 131299 5’-forkheadboxA3 TCCTTTCTACAGTGAGGCAAA
- 3’-forkheadboxA3 TAGCCCATATTCATGCTGGA
NM 131723 5-kruppel-like factor 4 | TTAAGCCCAGAAGACAGCAAG
- 3’-krippel-like factor 4 | GCATGTGCGCTTTCAAAT

NM_001003890

5’-polo-like kin_1

GTACTTGCACAACAACAGAGTCA

3’-polo-like kin_1

CTCAATCTTAGTGGCTAAACCAAAG

NM 131112 5’-poubf1 CAGTGGAGGATGCAGTGATT
- 3’-poubf1 TTGCCATACAAGTTTCCAAGC
NM 212730 5’-sfxn2 TGCAGTTGGCCTTAACCTCTAC
- 3’-sfxn2 CACAGCAATGCCATGCAA

NM 130931 5-slc39a7 TGTTACCACCATCACCATCC
- 3’-slc39a7 TTCCAGCTAATGCACCAACA
5’-slc39a9 ATGAGGAAATGCTGGAAGGT
NM_001013540 3’-slc39a9 AATCCCAATGTAAGCGTGGA
NM 200182 5-tia1l TCTGAACCAGTCGAGTCCTAGT
- 3’-tia1l TCTCCATTATCTGGCCGAAC
NM 200416 5-transformer-2 a CCGGTGTCAATGTTGTCTATG
- 3’-transformer-2 a TGCGTCTTCCATCTAGTTCC

NM_001045269

5’-zgc:136359

TCAGAGACTATTGGGAGTGGA

3’-zgc:136359

TTGACAGGCGAGTTGTTAGAG

NM 212784* | 2-rpl13a TCTGGAGGACTGTAAGAGGTATGC
— 3-rpl13a AGACGCACAATCTTGAGAGCAG
NM 181601%  |2-bactin2 CGAGCTGTCTTCCCATCCA
- 3’-bactin2 TCACCAACGTAGCTGTCTTTCCG




