Scale

chri4:  1300000! ~‘\‘)13[]1{][:!!” 1 3{]2[IDI(J I

5 kbl

1303000| 1304000| 13050001 13060001
BAC P

End Pairs

1
1307000

1308000

1309000/

CHT3-377P23

CHT3-353E16
e 4

Gap

Conservation I I | L

L,

nkx3.2
Gap Locations
%8??‘_?521 ollection Full ORF mRMNAs
BC162289
BC162299
Vertebrate Multiz Ali nt & Conservation

x Topans
- o, - |
LHA RHA
——EGFP [NEO |
—>
/ Lo
7/
|
ATG TGA
Gene of Interest
MODIFIED BAC .y
/L
~) EGFPINEO

ATG TGA



