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Dmvari              -----------------------MVRWSARSRRQARQDKVELLARNNKVNGEDDTSDNAAFRNSTD--------LSDHDEIFLKGLLRSNSNTPHKELMLNPTEPQPVPLFLPAHLNNKP 89
AmMAGUK             MKNSKSLMDIEDICGCSKLPSIIPRKELPHLRSTSVSLPLAHDEVTRCVMEKCLVTVPAAFMHVRDNLEELGKVADDTDLLFLKGLLDSPVVTSLVKVQERLEDPP--LHVEPVCSSVCD 118
XtNP_001017060      --------------------------------------------------------MQQVLDNLTDLP--TSTGAEEIDIIFLKGLMEDPIVRSLAKAHERLEDTKLEAVSENNVELLND 62
MmMAGUK6            --------------------------------------------------------MQQVLENLTELP--SSTGAEEIDLIFLKGIMENPIVKSLAKAHERLEDSKLEAVSDNNLELVNE 62
MmMAGUK2            ---------------------------------------------MPVAATNSESAMQQVLDNLGSLP--NATGAAELDLIFLRGIMESPIVRSLAKAHERLEETKLEAVRDNNLELVQE 73
XtNP_001096176      -------------------------------------------MPVALPSHNSDPAMQRVLHGLSDLP-----ASSDLDLIFLQGIMESP------KAHECMEEIRLEAVRENNLQLVQE 66
DrLOC431770         ---------------------------------------------MPVASASSDSAMQSLLDTLSDST--SSTTANDLDLIFLKGIMESP------VSREHYEEPKLEAVRDNNVELVQD 67

Dmvari              ICDDIIRKFSPSRRLESRELAKLLAQPHFRALLRAHDEIGALYEQRLKAAGGSTSQLEIASQRQTGGYLFTEDVLNTKMPVETIKMVGLRRDPSKPLGLTVELDEFKQLVVARILAGGVI 209
AmMAGUK             IVDEVCHALRSSRDENARELVRLLRNSHLKALLETHDAVVERKEAPPSK------------------PEPSLLAMPTNERMEAVRVVGLRRQPDEPLGLTVQVNESGNLIIARILGGSTA 220
XtNP_001017060      IIKDISPLEHEDT--NVQELIGILKEPHFQSLLEAHDVVASKCYDSPPSS-----------------PEVNSLGNHQIAPVDAIRMVGIHKRAGEPLGVTFKVEN-NNLVIARILHGGMI 162
MmMAGUK6            ILEDITPLISVDE--NVAELVGILKEPHFQSLLEAHDIVASKCYDSPPSS-----------------PEMNIPSLNNQLPVDAIRILGIHKKAGEPLGVTFRVEN-NDLVIARILHGGMI 162
MmMAGUK2            ILRDLAELAEQSS--TAAELARILQEPHFQSLLETHDSVASKTYETPPPS-----------------PGLDPTFSNQPVPPDAVRMVGIRKTAGEHLGVTFRVEG-GELVIARILHGGMV 173
XtNP_001096176      ILQDMAGVRDPSG--VAAELQGILQEPHFQSLLQTHDSVASKNYETPPPS-----------------PMLDPTLSNQPVPPDAVRMVGIRKSAGEHLGVTFRVEG-GELVIARILHGGVI 166
DrLOC431770         ILRDLNTLSPDSP--AAHELICILKEPHFQSLLETHDSVASKSYETPPPSPC---------------AFMDPAFNNQPVPPDAVRMVGIRKVSGEHLGVTFRVEG-GELVIARILHGGMI 169

Dmvari              DKQSMLHVGDVILEVNGTPVRT-PDELQVEVSRAKENLTLKIGPNVDEEIKSGRYTVSGGQVKQNGIASLETGKKLTCYMRALFTYNPSEDSLLPCRDIGLPFKSGDILQIINVKDPNWW 328
AmMAGUK             ARQGLLRTGEVILEVNGKEVHN-PEELQEAIHEAKENLSLKLAPGIEKNTYFP----------------------LQCYMRALFDYDPSEDTLLPCREIGLPFQKGDVLQIVDQADPNWW 317
XtNP_001017060      DRQGLLHVGDIIKEINGHEVGNNPKELQELLKSISGSVTLKILPSYKDTVSPQ-----------------------QVYVKCHFDYNPFSDNLIPCKEAGLKFSKGEILHIVNREDPNWW 259
MmMAGUK6            DRQGLLHVGDIIKEVNGHEVGNNPKELQELLKNISGSVTLKILPSYRDTITPQ-----------------------QVFVKCHFDYNPFNDNLIPCKEAGLKFSKGEILQIVNREDPNWW 259
MmMAGUK2            AQQGLLHVGDIIKEVNGQPVGSDPRALQELLRSASGSVILKILPSYQEPHLPR-----------------------QVFVKCHFDYDPARDSLSPCKEAGLRFNAGDLLQIVNQDDANWW 270
XtNP_001096176      DQQGLLHVGDVIREVNGREVGSDPQALQEMLREASGSVVLKILPSYQEQHPLR-----------------------QVFVKCHFSYDPSSDSLIPCKEAGLPFKAGDLLQIVNQEDPNWW 263
DrLOC431770         DQQGLLHVGDIIKEVNGKEVGSDPKVLQNMLKESSGSVVLKILPSYQEPHTPR-----------------------QAFVKCHFDYDPSHDNLIPCKEAGLKFSSGDILQIFNQEDPNWW 266

Dmvari              QAKNITAESD-KIGLIPSQELEERRKAFVAPEADYVH-KIGICGTRISKRKRKTMYRSVANCEFDKAELLLYEEVTRMPPFRRKTLVLIGVSGVGRRTLKNRLINSDVDKFGAVIPHTSR 446
AmMAGUK             QARRVEGEGLGPPGLIPSLELEERRKAFVPPEADFVH-KISICGTKISKKKKRKMYQSKSNGEFDSAELLLYEEVARMPPFRRKTLALVGARGVGRRTLKNRLINSDPEKFGTIVPYTSR 436
XtNP_001017060      QAS--HVKEGGSAGLIPSQFLEEKRKAFVRRDWDG---SGQFCGTVTSKKKKKMMYLTTRNAEFDRHEIQIYEEVARMPPFQRKTLVLIGAQGVGRRSLKNRLIVLNPTQFGTTVPFTSR 374
MmMAGUK6            QAS--HVKEGGSAGLIPSQFLEEKRKAFVRRDWDN---SGPFCGTISNKKKKKMMYLTTRNAEFDRHEIQIYEEVAKMPPFQRKTLVLIGAQGVGRRSLKNRFIVLNPARFGTTVPFTSR 374
MmMAGUK2            QAC--HVE-GGSAGLIPSQLLEEKRKAFVKRDLELTPTSGTLCGSLSGKKKKRMMYLTTKNAEFDRHELLIYEEVARMPPFRRKTLVLIGAQGVGRRSLKNKLILWDPDRYGTTVPYTSR 387
XtNP_001096176      QAC--LVK-GGTAGLIPSQLLEEKRKAFVKRDGEFTPNSSALCGSIGGKKKKRIMYVTTKNAEFDRHELLIYEEVARMPPFRRKTLILIGAQGVGRRSLKNKLLTSDPSRYGTTIPYTSR 380
DrLOC431770         QAC--HLE-GGSAGLIPSQLLEEKRKAFVKRDLELASTG-PLCAGIGGKKKKKMMYLTTKNAEFDRHELRIYEEVAKVPPFRRKTLVLIGAQGVGRRSLKNKLLVSDPHRYGTTTPYTSR 382

Dmvari              PKRALEENGSSYWFMDREEMEEAVRNNEFLEYGEHNGNLYGTHLQSIKDVINSGRMCILDCAPNALKILHNSQELMPFVIFVAAPGMEQLKTIYADRRATGSNRNLSFDRQSSIRFSSRR 566
AmMAGUK             PPRVLEEDGKSYWFIDRESMETDIREHRYLEYGEHGGHLYGTKLDSVRELIRAGKMCVLDCSPAALKILHNSTEFMPYVIFIAAPGMEQLKWLYDLQRSTGTS----------------- 539
XtNP_001017060      KPREEEKDGHAYRFVSRTEMEADIKAGRYLEHGEYEGNLYGTKIDSIHEVVMAGRTCILDVNPQALKVLR-TAEFMPYVVFIAAPEFETLRAMHKAVVDAGIT----------------- 476
MmMAGUK6            KPREEQKDGQAYKFVSRSEMEADIKAGKYLEHGEYEGNLYGTKIDSILEVVQTGRTCILDVNPQALKVLR-TSEFMPYVVFIAAPELETLRAMHKAVVDAGIT----------------- 476
MmMAGUK2            RPKDSEREGQGYSFVSRGEMEADIRAGRYLEHGEYEGNLYGTRIDSIRGVVASGKVCVLDVNPQAVKVLR-TAEFVPYVVFIEAPDYETLRAMNRAALESGVS----------------- 489
XtNP_001096176      KRKEGEWDGQSYSFVTRAEMEQDIKAGRYLEHGEYEGNLYGTKISSIQEVVASGKMCVLDVNPQAVKVLR-TAEFVPYVVFVGAPDFQTLKSNNLSAVEVGIT----------------- 482
DrLOC431770         KPKVDEKEGQMYLFMSRSEMETDIKCGRFLEHGEYDGNLYGTKIDSIHEVVDSGKICILDVNPQALKVLR-TAEFLPYVVFIEAPNFEVLKDMNRSAIEAGVV----------------- 484

Dmvari              ARTLESLASLYEDDDLVATVEESSFVQRKYEKYFDMVIVNEDFDETFRQVVETLDQMSHEEQWVPVNWIY 636
AmMAGUK             -------SRNLTEDDLKATLEESAALQRAYEKYIDLVIVNEDFDNTFRQVIAALDALATEHQWVPVNWIY 602
XtNP_001017060      -------TKLLTDSDLKKTVDESARITRAYNHYFDVTIVNDNLDKAFEKLQAAVHRLRTEQQWVPISWVY 539
MmMAGUK6            -------TKLLTDSDLKKTVDESARIQRAYNHYFDLIIVNDNLDKAFEKLQTAIEKLRMEPQWVPISWVY 539
MmMAGUK2            -------TKQLTEADLRRTVEESSRIQRGYGHYFDLSLVNSNLERTFRELQTAMEKLRTEPQWVPVSWVY 552
XtNP_001096176      -------NKQLTDAELLRIVEESERLQQAYGHYFDLTLVNYDLDQTFQELQVALEKLNSEPQWVPVSWVY 545
DrLOC431770         -------TKQMTDSELKRTVDESERIQRAYSHYFDLSIVNDNLDGAYRSLRRALDRLNTDQQWVPVSWVF 547


