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Gene   Ann.  Cycles Expression Consistency 

  Temp  change  1000C, 750C 

Atp5b  62 30 D0-2>D3,4 3/3   3/3 

BG063737 62 22 D0,1<D3,4 3/3   3/3 

BG067484 62 22 D1<D4 3/3   2/3 

BG069482 62 29 D0,1<D3,4 3/3   3/3 

BG069915 62 35 D3<D4 2/3   3/3 

Brachyury 55 30 D0-3<D4 3/3   3/3 

Dppa5  62 30 D2>D3,4 2/2  2/2 

Eif4a  62 22 D0>D1-4 3/3  3/3 

Flt1  62 22 D1<D0, 2-4 3/3  3/3 

H3133B01 62 27 D0>D4 3/3  3/3 

H3134D10 62 23 D0>D1-4 2/3  2/3 

Hnrpk  62 29 D0>D4 3/3  3/3 

Hspa8  62 23 D0>D4 3/3  2/3 

Hspca  62 22 D0>D1-4 3/3   3/3 

Rpl8  62 25 D0>D3 2/3   2/3 

Rplp1  62 23 D0-2>D3-4 2/3   2/3 

Rps2  62 25 D0>D1-4 3/3   2/3 

Rps28  62 25 D0>D3,4 2/3  2/3 

Sgce  56 32 D3<D4 2/3   2/3 

Ssr2  62 25 D0>D1-4 3/3   3/3 

Tubb5  62 24 D0>D1 3/3   3/3 

Gapdh  62 22 no consistent change 

18S rRNA 62 22 control 
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Gene   Ann.  Cycles Expression Consistency 

  Temp  change  1000C, 750C 

Aurkb  56 31 D0-3<D4 2/3   3/3 

BG063704 62 35 D0<D3 3/3   3/3 

BG063737 62 22 D0<D3,4 3/3   3/3 

BG067621 62 22 D0<D3 3/3   3/3 

BG069482 62 29 D0<D3,4 3/3   2/3 

Cox4i1        62 22 D0<D3,4 3/3   3/3 

Tkt1  62 19 D2<D3 2/3   2/3 

Tubb5  62 24 D0>D1 2/3   2/3 

18S rRNA 62 22 control 


