Honol ens2- HBG001808

I 1F GGCCTGTCCATGACAgayt ggcayyt (CH15+11-8)

I'1R CTATGTCTATACTCCATCGTCCAGaTr aayttraa (CH24+11-8)
i1R2 CTATGICTATACTCCATCGTccagat r aact t gaa ( CH20+15-2)
Honol ens2- HBA04117 = Honol ens3- HBG001043

i 2F CTACATGAAGGTCATGGGAGGC aygayttycc (CH22+11-8)

i 2R CTGTGICATGGCTACTCTCt cnggdat cca ( CH19+11-12)

i 21F AACCGGTATACAATCCTTGTGGCaar t ayat ggt  ( CH24+11- 4)

i 21F2 AATCCNTGTGGNAARTAYATGGT ( D23- 64)

i 21R CCCGGGAAATCATAGCCTcccat gacyttcatrta (CHL8+17-4)
i 21R2 TANCCNCCCATNACYTTCATRTA ( D23- 128- nD)

i 22F CTGCTGGAGAAGGCCTACat gaar gt nat ggg ( CH19X+14- 8)

i 22R TCTGCCTGATGGCTACTCTCt cwggkat cca (CH21+11-4)

i 24F ATTTAAATGAAGGAAAAAAAGT Tt ayt ayccr gt ( CH24+11- 8)

i 24R CTGATATTCTTGTGTTTCTCATACTGVGANACCAC ( NH22+13- 24)
i 24R2 CGTGTATCTGATATTCTTGTGITTYTCRTAYTG ( NH22+11- 8)
Honol ens2- HBGD03635

i 3F TTGAGTTAGCGGATGCCTTCCar car at gt gg (CH21+11- 4)

i 3R GCATGTATCCACAATGAACAGCAGCt crt krtact ( CH26+10- 8)
i 17F GATAGATACACATACTATGTTCTAgar t t yyt nga ( CH23+11- 32)
i 17R CTTCCACGTTACGGACGCTCecr aaraart ¢ (CH20+11- 8)
Honol ens2- HBGD08731

i 4F TATGTTGTCATGGCAGAGATTTACAggr aaycar at  ( CH25+11- 8)
i 4R CTCCTTAGAGT TGATATCAAGTar rtt cat ncc (CH22+11- 16)
Honol ens2- HBG052978

i 5F ACACTGCCACCCGAGTACccnat gaar cc ( CH18+11- 8)

i 5R TCCATGATGGTTGCCATGT Tt cnggrtgrtr ( CH20+11- 32)

i 5R2 agagacagattttagttcccacttcaaaccttc (NH22+11-0)

i 9F TCTGTCTCTCCATTTCCGGCyaycayccnga ( CH20+11- 32)

i 9F2* CATTTCCGGCCATCACCCAGAAACATGGCAACCATC ( D36- ni- 6)
i9R CTATAGCGCCCTCTCCTTTCGgt nggcat raa (CH20+11- 8)
Honol ens2- HBGD01266

i 6F CTGATGAATGTATTGTATGATAAAgaycayt ayaa (CH24+11-8)
i 6R TGCACCGGTACAACGAATCAccrt aytt cat (CH20+11-4)
Honol ens2- HBGD06832

i 7F GAATCACATTCCAAGAGTGCGAgayt t yaayga (CH22+11- 8)

i 7R ACTCTATGACCAGTGTTTCCCt ccatrtarta (CH21+11-4)
Honol ens2- HBGD08594

i 8F CACCACTGGTCATAt ggcayggnat gTG ( CH14+12- 8+2TG=CH14+14- 8)
i 8R TGATGGAGCCCATCCTTAATggrttrcarca (CH20+11-8)
Honol ens2- HBGD40291

i 11F CATCTTTGITGGCTGECATGTCAgayaar aar at  ( CH22+11- 8)

i 11R ACGGCTCCCAAGTGGCGAt crt ayt cyt g (CH18+11- 8)

i 12F GGACGACAAGAGTCTGAGGHt nt gggar gt ( CH19+11- 8)

i 12R GCATGCTGGGGTCTGCAATG ayt traart c ( CH20+11- 8)
Honol ens2- HBGD06550

i 13F TATCTCTCTGCCTGGACTCTCat gggncayga ( CH21+11- 8)

i 13Rcor* CAGAATATCATACGTCTGACCCAAAccrtaccangc (CH25+11-8)
i 13R CTATCTCTCTGCCTGGACTCTCat gggncayga ( CH22+11- 8)
Honol ens2- HBGD05089

i 14F CTTCCAGTGCTCATTGITGTGATCaayaayaaygg (CH24+11-8)
i 14R CGTGGTCACGTGGAAGCCGACNcenccer aa ( CH22+9- 32)
Honol ens2- HBGD00163

i 15F ACACCCTTGACGAGGGCCTGat hgar t t ygg ( CH20+11- 12)

i 15R ACAGCTTGECCAGAGTCTTccacat ngeyt ¢ ( CH19+12- 8)

El ongation factor 1, a subunit

EF-i 3F TACATCAAGAARRTTGGCTACAACCC ( D26-4-m 1-4)

EF1-i 3R TACCTCCAATTTTGTAGACATC (D22-1- - 4)

EFi 3F2 GTCTCTGGCTACATCAAGAARRTTGGCTACAACCCA (D36- 4-m)

EFi 3R2 AAGCCAGTTTACATACCTCCAATTTTGTAGACATC (D35-1m)

EF-i 4F CCACTCCAGGATGTCTACAAAATTGG ( NH15+11- 1- nD- 3)

EF-i 4R ATAGAGACGTTCTTGACATTGAAGCC ( D26- 1- nD- 5)

EFi 4F2 GACAAGCCTCTTCGTCTACCACTCCAGGATGTCTACAA ( NH28+11- 1- nD- 3)
EFi 4R2 ATATCCTTGATAGAGACGTTCTTGACATTGAAGCC ( D35- 1- nD-7)

ATP- Synt hase
ATPSa- F GGACAGAGAGAACTCATCATCGGTGACAGGCAGAC ( NH24+14- 1)
ATPSa-R  CATTGAACCTCTTCTGGTTGATGATGGTT TCr ATGCC ( NH26+11- 4)

ATPSai 2- F GTATATGGCCTGAAGAACATTCAGCChGAAGAr ATGGT ( NH24+14- 6)

ATPSai 2- R GGTATGGChy TGAACTTGGAACCTGACAATGTITGGT ( NH16- 20- 6)

Honol ens3- HBGD00144

i 19F TGAAACCTTTAGATGTGAAAACCaar t t yt ayaa (CH23+11- 8)

i 19R TGTAATCTGCTGT TGGT TCTAGGECGacyt t ct ccat  ( CH26+11- 2)
i 19R2 TGTACATGGTGGAGGGATCCAAACT Cacyt t ct ccat ( CH26+11- 2)
Honol ens3- HBG001601

i 25F AGCTGCGATGGCCATGTCAAG t yt ggaar aa (CH21+11-4)

i 25F2 GATGGr CAy GTCAAr TTy TGGAAr AA ( D26- 32)

i 25R CCCAACTTGATcatgttgatcatrtcraartt (CHL1+21-8)

i 25R2 CATRTTGATCATRTCAAAGTT (D21-4)

i 26F CAATGAATGTCCGAAGACTGT Tgar aayttct g (CH22+11- 4)

i 26F2 CCCAGATGTCCAAAGACGATAGAGAACTTCTG ( D32mt+)

i 26R GGATGAAACTCATCTTCCGaayt ct cct cccca ( CH18+14-2)

i 26R2 TGGATGAAATTCATCTTCGAATt cncencccca (CH22+11- 16)

Honol ens3-
i 29F
i 29R
i 30F
i 30R
i 34F
i 34R
i 34R2
i 35F
i 35F2
i 35R
i 35R2

Horol ens3-
1 36F

136R

1 36R2

Honol ens3-
1 37F
1 37R

Horol ens3-
1 38F
1 38R
1 39F
139R

Honol ens3-
| 40F
| 40R

Horol ens3-
| 41F

1 41R
141R2

Honol ens3-
| 42F
1 42R

Horol ens3-
1 43F

| 43F2

1 43R

1 43R2

Horol ens3-
| 44F
| 44R
| 45F
| 45R

Honol ens3-
| 46F
| 46R
| 47F
1 47R

Honol ens3-
| 48F
| 48R
| 49F
| 49F2
1 49R
1 49R2
1 50F
1 50R
| 51F
| 51F2
I 51R
| 51R2

Horol ens3-
| 52F
1 52R
1 53F
1 53R
1 53R2
| 54F
| 54F2
| 54R
| 54R2
| 55F
| 55R
1 56F
| 56R
1 56R2

Horol ens3-
| 57F
I 57R
1 58F
| 58R

HBR002428

ATGGCAGCTGGT CTCAACAAACGCaar at gat hcag ( CH24+12- 6)
GTTTTACCACTTCCCTGTAGTCCCacr aacat dat  ( CH23+11- 6)
AGAGCTGGTGCTTTCGATCAGT TAAar car aaygc( CH24+10- 6)
CCGCTAGTATCCACAATGATGat yt caaartt (CH20+11-4)
ATGTATGAACAGTTCCAGAATATCat gaar at ggg ( CH24+11- 2)
TTCTTCATCCTTCATACTG ccat r at ngt cat  ( CH19+14-8)
tcatrctrtccatratngtcat (D22-32-nD-5)
ACCAGAAGTTTGCTCAGATGGT Caar aar at ggg ( CH23+11- 4)
TTTGCNCAGATGGTnaar aagat ggg ( D25- 32)
TGATGTAATATCCTTGGG ccat cat ytt ngccat (CH18+17- 8)
TTTGCCATTTGACCATTAAGCYt wgccat yt g (CH21+11- 8)

HBRD05337

CAGAGGGTACTATTCAAAGGACGC gyyt wgaagt ( NH24+11- 8)
TTCCGCTGAGTACTGATGCggcat cat yt g ( CH20+11- 2)
ggcat cat Tt gTCCCTCWGSRgct get t ¢ ( D29- 8- nB- 8)

HBR007493
GCAGGACGCTCTTCTCAACCcayt aycayac (CH20+11- 8)
ATCTTCTTCATTCTCGTTCt cnaccat rcact (CH19+13- 8)

HBR0032846

TGAGCGCATTCGTATCAAGACCE ayacngayga ( CH22+11- 8)
GTTAGCAAAGAATACGCCATAcat rt cccact (CH22+11- 2)
TTTGAGGGTCATCCACTCCGGaar gayttycc (CH21+11-8)
TCGGCAACAACTCGCTTCAGCt crterterta (CH21+11-8)

HB®010911
GAAAGTGGTAGATTACCATAGCTGYGAr TTyt t  ( CH22+11- 8)
GAGCCTTCTTCTAGGATGGTC gr aadat yt ¢ (CH21+11-12)

HBR010054

GAGCCTTTCACATTCACAGCAgcnaaygar ga (CH21+11- 16)
AGGGCAGICTTCAAATTCCTcat rtcraangtrta (CH20+15-32)
AGGGCAGTCTTCAAATTCCTcat Gt craangt rta ( CH24+11- 16)

HBG009263
GAAAGTTTGCTGGTATTGCAGGGat gat haayat (CH27+11- 6)
CGTGCCATGCTACTACTCCTG art trt gnge (CH25+11- 16)

HBR039475

TGCAATTCAACACACTCTATCAAL t yt ggat hca ( CH26+11- 6)
TGCAATTCAACACACTCcTATcar tt yt ggat hca (CH23+14-12)
CTTACCGTGATGAacnckrtgrtg (CH13+11-32)
TTCCAGCATAATTCTTATCAATAcar t awsgrtt (CH26+11-16)

HBR015649

ATAAACGCTTCACGTCTTACATTggnat gggnt a ( CH23+11- 16)
CCCTGGGAGACTt cagGTt grt anggngtrta (CH18+14- 64)
GCCAGGTCTACCTGGACGGTCCTaayat gaayge ( CH23+11- 4)
GACCACCACCGCCGTGCggr at rcagaa (NH17+11-4)

HBR026608

GAGGTGGATAAATACAGGGTGgar acnt gyt g ( CH21+11- 16)
TCTCATGCTGCCCACGTAGGGArtartarttct (CH22+11-8)
TACTACTCCCTACGTGGGCACcaygar aar gc (CH21+11- 8)
ATATCATACGTCTGTCCCAAAccr t accangc ( CH20+11- 8)

HB®011376

GGAGATTATGAAAATGCTGAGAAGecayt gyat gca ( CH23+11-4)
GCAGCAAGGTTGATGTAACCAL cdat raartc (CH20+11-12)
CAAACTCCAGGAGCCTCTTCTAcayt ayaar ga (CH21+11- 8)
AGGGCAAACTCCAGGAGGCTCTTCTAcayt ayaar ga ( CH26+11- 8)
GTGTAGCATTGCAGAGCTCCTTGGATATCTt gcat yt cytt ( CH30+11-4)
GTGTAGCATTGCAGAGCTCCTTGGATAL cyt gcat ytcytt (CH27+14-8)
GATGGAATCCATGTCTTGGTCaayat gaaygg ( CH21+11-4)
GTGACCGAGTCGGTGATCAGR art ccat raa (CH22+11-4)
CTGATGACCGCTATCGICTTCTGTaayt t yaayca (CH23+11-8)
CTGATGACGCTATCGTCTTCt gyaayt t yaayca (CH20+14- 16)
GCAAGCTGACCTCGTCTCACAL gyt cyt cytt (CH20+11-8)
GCAAGCTGACCTCGTCTCacr t gyt cytcytt (CH17+14-16)

HBR031768

ACACACGCTCTACGTACCACTgar t aycahga (CH20+11-12)
ATTGATGAAGAGCTTCAGTCCCt chacngt cat  ( CH21+11- 16)
GTACGTGGCATCCTCAGGAGAggnat gacngt  (CH21+11- 16)
CGGTTGAAGCTCCATAGCt t Gt cccayt ccat (CH21+11-2)
CGGTTGAAGCTCCATAGCt t rt cccayt ccat  ( CHL8+14- 4)
GAGATCTACCCATCAAACTCAACcar t ggt gyaa (CH23+11-4)
GAGATCTACCCATCAAACTCaaycar t ggt gyaa ( CH20+14-8)
AGGAATGGCTGAGGATGCt t raayt cccact  ( CH18+13-4)
AGGAATGCCTGAGGAL gyt t raayt cccact ( CH15+16- 8)
GTCAGGGGCGAGAAGACCCT Caar garaartt (CH21+11- 8)
TGIGATGGGTCTTCAAACGTAATAL cr aacat ytt (CH24+11- 4)
CATCATCTTGGTCAGAATTTCTCCaar at gt t yga ( CH24+11-4)
AACTCCCTTGAGITCCCAAt grt t raayttcca (CH19+14-8)
TCCCARTGr TTr AAy TTCCA ( D20- 16)

HB®X007173

AAGGTTACAACCACTGATGAY CCnATYATTA ( CH20+11- 16)
TCCCACACACTGTACAat gayrt cccangart (CHL6+16- 32)
CGATTTGAACGTGATAGTCCGAwst gar cayga ( CH22+11- 16)
AGTCCACTTGGCGAGCTTAAAAct rttrttctt (CH22+11-4)



