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Figure S2: Matrix dot plots of teleost periostin nucleotide sequence comprising exon 18=19 against
themselves.

In all four examples, exon 18=19 sequence is flanked by 150 nucleotides of intron sequence on either side. It is
clearly visible that the repeat structure does generally not extent beyond the exon boundaries. The varying
degree of similarity to the reverse complement repeat sequence is also obvious, being strongest in G. aculeatus,
locus 1 and basically invisible in D. rerio, locus 2.



Figure S3: Matrix dot plots of
human (top) and chicken
(bottom) periostin nucleotide
sequences, exons 15 - 23
against themselves.

Colored boxes delineate exons

as indicated in the plots’ legends.

The repetitive structure and
similarities within and among
exons 17 and 21 (21V22 for
chicken) are clearly visible.
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Human periostin, exons 15 — 23

75
I

150 225

250 525 fpoo 675

Ny

Exonl5:
Exonl6:

Exonl18:
Exonl19:
Exon20:

Exon22:
Exon23:

1-68
69-114

196-285
286-375
376-453

538-579
580-738

Chicken periostin,

7 150

224
i

exons 15-23

300

350 525 600 B7s 750

N

%

Exonl5:
Exonl6:

Exonl18:
Exonl19:
Exon20:

Exon21V22:
Exon22:
Exon23:

1-68
69-114

163-258
259-348
349-426

508-594
595-636
637-782




