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-MSLTPKDKA TVKLFWGRMS GKAEL IGADA LSRMLAVYPQ TKTYFSHWKS LSP----- GS PDVKKHGKTI MMGIGD
-MSLSSKQKA TVKDFFSKMS TRSDDIGAEA LSRLVAVYPQ TKSYFSHWKD ASP----- GS APVRKHGITI MGGVYD
--MLSKQEKE LIITEIWTRLT PLADRIGAEA LLRMFTSYPG TKTYFSHL-D ITP----- RS AHLLSHGQKI| FLALAE
-MSLTDKDKA LIKGFFAKVS SKAVEIGHQT LARTIVVYPQ TKVYFSHWKD LGP---- - DS PNIRKHGYTV VKGVLD
MVEWTAAERR HVEAVWSKID --IDVCGPLA LQRCLIVYPW TQRYFGSFGD LSTDAAIVGN PKVAAHGVVA LTGLRT
MVEWTDEERT | INDIFSTLD --YEEIGRKS LCRCLIVYPW TQRYFGAFGN LYNAETIMAN PLIAAHGTKI! LHGLDR
MVEWTDSERA | INSIFSNLD --YEEIGRKS LCRCLIVYPW TQRYFGGFGN LYNAETILCN PLIAAHGTKI LHGLDR
MVEWTDSERA | ITSIFSNLD --YEEIGRKS LCRCLIVYPW TQRYFGGFGN LYNAETILCN PLIAAHGTKI LHGLDR
MVEWTEFERD TIKDIFSKID --YDVVGPAA LTRCLVVYPW TRRYFGNFGA LYNAEAIMGN EMVANHGKKY LHGLDR
----- MADYD LVLRCWGPVE ADYNTHGGLY LTRILFTEHPD TQKLFPKLAG VGE---LAAS VAVASHGAEy LKKLGE
MELLTEKEKE MIRDSWESLG RNKVPHGMVM FSRLFELEPA LLGLFQYNTS CGSTQDCLAS PEFLDHVT&y MLVVDA
LPHLSDNQIQ MIKESWKVIR DDIAKVGIIM FVRLFETHPE CKDVFFLFRD VEDLERLRNS RELRAHGLRVY MSFIEK
AEPLTDAERE | IQDTWGRVY ENCEDVGVSVY LIRFFVNFPS AKQYFSQFQD MEDPEEMERS SQLRHHARRV MNAINT
MVHLTPEEKS AVTALWGKVN --VDEVGGEA LGRLLVVYPW TQRFFESFGD LSTPDAVMGN PKVKAHGKKVY LGAFSD
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AVTKMDDLER GLLTLSEL- - -HAFKLRP TNFKILLSLNI LVVMAIMFPD DFTPMAHLAY DKFLCALALA LSEKYR
AVGKIDDLKG GLLSLSEL-- -HAFMLR P VNFKILLAHCM LVCMSMIFPE EFTPQVHVAV DKFLAQLALA LAEKYR
GSKDIANLMT NLAPLQTY-- -HAYQLRIQP NNFKILFSHCM IVTLACFMGD RFTPSSHAAM DKYLSAFSAV LGEKFR
SVDLIDDLVG GLLELSEL- - -HAFRLRI@P ANFK|ILNLNL VVVLGLMFPD DFTPQVHVSY DKYLALICLA LCEKYR
ALDHMDE IKS TYAALSVL-- -HSEKLHVDP |IDNFRILLCECL TIVVAGKMGK KLSPEMQAAW QKYLCAVVSA LGRQYH
ALKNMDDIKN TYAELSLL-- -HSDKLHVDP |IDINFR TVVIAAKMGT KFTVETQVAW QKFLSVVVSA LGRQYH
ALKNMDDIKN TYAELSLL-- -HSDKLHVDP |IDINFR TVVIAAKMGP AFTVDTQVAW QKFLSVVVSA LGRQYH
ALKNMDDIKN TYAELSLL-- -HSDKLHVDP |IDINFR TVVIAAKMGP AFTVDTQVAW QKFLSVVVSA LGRQYH
AVKNMDH I KE SYCELSQL-- -HSDQFHVDP |IDNFRILLADICL AITAITATQWGS AFTPDIQAAF QKFLSVVVFS LGSQYH
LLKTRGD--- HAALLKPLAT SHANVHKIPI NNFKLLITEVI AKHMAEKAG- -LDAAGQEAL RKVMSVVIAD MDATYK
AVSHLDDLLS LEDFLLNLGR KHQ-AVGVDT QSFAVMVGESL LYMLQCALGE TYTAPLRQAW HﬁMYSVVVSA MSRGWA
SVARLDQLER LEALAIELGK SH-YRYNAPP KYYSIYVGAEF ICAVQPILKE QWTPDLEEAW KTMFLYVTGL MKQGYQ
VVENLHDPEK VSAVLGLVGK AHALKHKVEP MYFK|ILSGVM LEVLSEDFPE YFPVEVQEVW SKLMGALYWH VTGAYT
GLAHLDNLKG TFATLSEL-- -HCDKLHVDP ENFRILLGNVL VCVLAHHFGK EFTPPVQAAY QKVVAGVANA LAHKYH
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