
Table S2 List of microsatellite loci used, with information about the repeat motif, primer sequences, annealing temperature (Ta) and 1 
reference where it has been published.  2 
 3 

 4 
5 



Table S3 Results of the Bayesian inference of number of populations within the Midas Cichlid. Posterior probabilities are shown for 1 
two models, one that assumes a fixed number of populations (Pr[K=i]) and another that assumes a variable number of populations 2 

(Pr[K=i⏐X]), where X: Observations, K: Number of populations, Alpha: Parameter of Dirichlet process. A. Analysis including all 3 

populations. B. Analysis including only the populations in the large lakes.  4 
A. 5 

 6 
B. 7 
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Table S4 Matrix of pairwise F-statistics between pairs of localities within A. Lake Managua and B. Lake Nicaragua. Below diagonal 1 
microsatellite data and above diagonal data on mtDNA sequences. Probability values: *P < 0.05, **P < 0.001 (in black), ns, non 2 
significant (in red).  3 
A. 4 
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B. 7 

 8 
9 



Figure S1 Plot of log-likelihoods resulting from the clustering analysis with STRUCTURE. A. Analysis including all populations (10 1 
replicates). B. Analysis including only the populations in the large lakes (5 replicates).  2 
A. 3 
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B. 5 
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Figure S2 Bayesian clustering analysis with the software STRUCTURE based on 15 microsatellites on the samples from the large 1 
lakes Managua and Nicaragua, and Tisma Pond. (7,8,9 are Managua A. citrinellus, Managua A. labiatus, and Tisma; 10, 12 2 
Nicaragua A. citrinellus and A. labiatus).  3 
 4 
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 7 


