
 
 

 Homo sapiens NM 00112812.1
 Macaca mulatta AANU01251043.1

 Cavia porcellus AAKN02005935.1

 

 Amphimedon queenslandica ACUQ01001991.1

 Trichoplax adhaerens XM 002109458.1 

 Dipodomys ordii ABRO01016372.  1
 Rattus norvegicus AABR04000489.1 

 Mus musculus NM 028118.2
WDSUB1 

 Loxodonta africana AAGU03010633.1
 Tarsius syrichta ABRT010149111.1

 Canis familiaris AAEX02032686.1
 Tursiops truncatus ABRN01000206.1
 Equus caballus AAWR02006500.1
 Sus scrofa AK236498.1

 Monodelphis domestica XM 001366287.1
Ornithorhynchus anatinus XM 001510022.1

 Gallus gallus NM 001031263.2
 Taeniopygia guttata XM 002187573.1

99/ 

 Anolis carolinensis AAWZ01029760.1

95/90

 Callorhinchus milii AAVX01034303.1
 Xenopus laevis BC169773.1
 Xenopus tropicalis AAMC01021149.1 EL702860.1 *

 Fugu rubripes CAAB01000038.  1
 Tetraodon nigroviridis CAAE01015004.1 

 Gasterosteus aculeatus AANH01005296.1
 Danio rerio NM 001077769.1

 Ictalurus furcatus CK402927.1
 Gadus morhua ES481656.1 EG645255.1 

 Oncorhynchus mykiss CU063941.1 
 Fugu rubripes CAAB01000106.1

 Tetraodon nigroviridis CAAE01014581.1 
 Gasterosteus aculeatus AANH01000409.1 DW665693.1

 Oryzias latipes BAAE01114604.1
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 Aplysia californica AASC02031823.1
 Acropora millepora EZ014157.1

 Nematostella vectensis XM 001629627.1 
 Branchiostoma floridae XM 002589727.1

 Euprymna scolopes DW259900.1 
 Leucetta chagosensis GO092010.1 

 Oscarella carmela EC375558.1
 Strongylocentrotus purpuratus XM 781650.2

 Halocynthia roretzi DB593194.1
 Ciona intestinalis XM 002130389.1 

 Molgula tectiformis CJ407568.1

 Dendroctonus ponderosae GT461160.1
 Tribolium castaneum XM 969589.1

 Apis mellifera XM 395272.2
 Nilaparvata lugens DB855469.1

 Anopheles gambiae XM 001688631.1
 Aedes aegypti AAGE02027101.1

 Culex quinquefasciatus XM 001865580.1 

 Monosiga brevicollis XM 001750611.1 
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