
A

Enzymes

ACDHBKWLM

H2 P

Dictyoglomus turgidum (Di)
Dictyoglomus thermophilum (Di)

Brachyspira hyodysenteriae (Sp)
Fusobacterium nucleatum (Fu)

Thermodesulfovibrio yellowstonii (Ni)
Gloeobacter violaceus (Cn)

Prochlorococcus marinus (Cn)
Synechocystis sp. PCC 6803 (Cn) 

Anabaena variabilis (Cn)
Rhodopirellula baltica (Pl)

Opitutus terrae (Ve)
Methylacidiphilum infernorum (Ve)

Porphyromonas gingivalis (Ba)
Pelodictyon phaeoclathratiforme (Cr)

Geobacter sulfurreducens (δ)
Chlamydia trachomatis (Ch)
Chlamydia muridarum (Ch) 
Campylobacter jejuni (ε)
Helicobacter pylori (ε)

Rickettsia prowazekii (α)
Brucella suis (α)
Agrobacterium tumefaciens (α)

Sinorhizobium meliloti (α)
Desulfovibrio vulgaris (δ)

Candidatus Koribacter versatilis Ellin345 (Ac)
Coxiella burnetii (γ)

gamma proteobacterium HTCC5015 (γ)
Dechloromonas aromatica (β)

Bordetella parapertussis (β)
Ralstonia solanacearum (β)

Stenotrophomonas maltophilia (γ)
Xylella fastidiosa (γ)

Marinobacter aquaeolei (γ)
Saccharophagus degradans (γ)

Pseudomonas aeruginosa (γ)
Pseudomonas putida (γ)
Pseudomonas syringae (γ)

Shewanella sp. MR-4 (γ*)
Vibrio cholerae (γ*)

Haemophilus influenzae (γ*)
Pasteurella multocida (γ*)

Yersinia pestis (γ*)
Escherichia coli (γ*)

Salmonella enterica (γ*)0.5 amino acid substitutions/site

4 enzym
es

7 enzym
es

8 enzym
es

9 enzym
es

B

F. nucleatum

Synechocystis sp. PCC

Pa. multocida*

Borrelia burgdorferi

Bord. parapertussis

Si. meliloti

Sal. enterica*

Ag. tumefaciens

Coprothermobacter proteolyticus (Fr)

Ste. maltophilia

Ch. muridarum

Candidatus Desulforudis audaxviator (Fr)

Bru. suis

Wolbachia pipientis

Alkaliphilus oremlandii (Fr)

Ps. putida

X. fastidiosa

Pel. phaeoclathratiforme

Nitrosomonas europaea

Petrotoga mobilis

Staphylococcus aureus (Fr)

O. terrae

Des. vulgaris

Cam. jejuni

Pr. marinus

Vi. cholerae*

Ge. sulfurrenducens

Di. turgidum

Treponema denticola

He. pylori

Di. thermophilum

Thermosipho africanus

Dec. aromatica

Sac. degradans

Can. Koribacter versatillis Ellin345

Thermod. yellowstonii

Ps. syringae

Deinococcus geothermalis
Thermus thermophilus

Roseiflexus sp RS-1

Ha. influenzae*

Ma. aquaeolei

Ch. trachomatis

Ps aeruginosa

Gl. violaceus

E. coli K12*

Streptococcus pneumoniae (Fr)

Po. gingivalis

Rh. baltica

Ra. solanacearum

Cox. burnetii

gamma proteobacterium HTCC231

Ri. prowazekii

Y. pestis*

Me. infernorum

An. variabilis

Shewanella sp.*

Cellulomonas flavigena (At)
Acidimicrobium ferrooxidans (At)

Bra. hyodysenteriae

0.2 nucleotide substitutions/site


