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H. sapiens - P. troglodytes M. nivalis - M. putorius P. tigris - U. uncia P. abelii - P. pygmaeus M. escalerai - M. lucifugus
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SLC38A7-8
COPS7A-4
CARHSP1-1
GAD2-1
JMJD5-2
OSTA-5
PNPO-3



