
A_capsulatum51196_NrdA
G_obscuriglobus2246_NrdA

S_tropica_CNB440_NrdA
Acellulolyticus_11B_NrdA

K_sedentarius20547_NrdA

0.993

S_jumonjinensis_NrdA
S_microflavus_NrdA
StreptomycesMg1_NrdA

0.810

S_sviceus29083_NrdA
StreptomycesSPB74_NrdA

1.000

S_roseum_DSM_43021_NrdA0.990

0.932

1.000

S_cellulosumSoce56_NrdA0.905

S_aurantiaca_DW431_NrdA0.997

S_maltophiliaK279a_NrdA1
1.000

0.979

0.808

0.841

P_bursaria_Chv_1_NrdA
Chlorella_virus_NY2A_NrdA
Chlorella_virusMT325_NrdA0.977

1.000

V_campbelliiAND4_NrdA1
A_polyph_mimivirus_NrdA

E_cuniculi_GBM1_NrdA0.885

M_domesticaSGHV_NrdA Shrimp_w_sp_sy_v_NrdA
C_chalcites_virus_NrdA1.000

E_obliqua_nphv_NrdA1.000

M_conf_nphv_A_NrdA1.000

Agrotis_ipsilonNPHV_NrdA0.997

0.843
0.996

0.948

S_purpuratus_NrdA0.952
D_rerio_NrdA
X_laevis_NrdA
O_anatinus_NrdA
P_pygmaeus_NrdA
P_troglodytes_NrdA
Fido_NrdAiso
M_musculus_NrdA
Bos_taurus_NrdA

M_domestica_NrdA
Taeniopygia_guttata_NrdA0.827

0.966

Ectromelia_virus_NrdA
Camelpox_virus_M96_NrdA
Taterapox_virus_NrdA
Vaccinia_V_Ankara_NrdA
Vaccinia_Acambis_NrdA
Monkeypox_virus_Z96I_NrdA

1.000

0.941

A_pisum_NrdA
Nasonia_vitripennis_NrdA

T_castaneum_NrdA20.998

S_litura_nphv_NrdA
D_erecta_NrdA
D_simulans_NrdA
D_ananassae_NrdA

D_willistoni_NrdA
D_virilis_NrdA

A_gambiae_str_PEST_NrdA
C_quinquefasciatus_NrdA

0.936

0.983

0.932

N_vectensis_NrdA

0.966

C_herpesvirus3_NrdAC_elegans_NrdA0.853

0.939

M_brevicollis_MX1_NrdA
Tstipitatus10500_NrdA
A_fumigatus_Af293_NrdA
P_chrysogenum541255_NrdA
A_oryzaeRIB40_NrdA
A_niger_CBS_51388_NrdA
A_capsulatusG186AR_NrdA
P_brasiliensisPb18_NrdA

U_reesii1704_NrdA

0.952

B_fuckeliana_B0510_NrdA
P_triticiPt1CBFP_NrdA

G_zeae_PH1_NrdA
F_oxysporum_NrdA

C_globosum_14851_NrdA
0.901

0.992
0.825

1.000

Y_lipolytica_CLIB99_NrdA1
C_albicans_SC5314_NrdA1

P_stipitis_CBS_6054_NrdA2
P_guilliermondi_6260_NrdA2

0.994

E_gossypii_NrdA10.904
V_polyspora_70294_NrdA1
C_glabrata_CBS138_NrdA

S_cerevisiaeS288c_NrdA2
S_cerevisiaeS288c_NrdA1

0.995
0.955

0.990
0.844

0.998

0.877

Y_lipolytica_CLIB99_NrdA2S_pombe_NrdA0.996

M_globosaCBS7966_NrdA0.998

C_cinerea_okay_7_130_NrdA0.972

0.998

0.876

P_tetraurelia_NrdA1
E_siliculosus_v_NrdAPhyt_ramorum_NrdA

P_infestans_NrdA
A_anophagefferens_NrdA1
A_anophagefferens_NrdA3

Feldmanniavirus_NrdA

0.890

P_yoelii_17XNL_NrdA
P_falciparum_3D7_NrdA
Plasmodium_vivax_NrdA

Babesia_bovis_NrdA
T_annulata_Ankara_NrdA

1.000

0.952

C_parvum_Iowa_II_NrdA1.0000.948

0.997

C_reinhardtii_NrdA
M_pusilla_CCMP1545_NrdA1.000

P_patens_NrdA
Populus_trichocarpa_NrdA20.989

Populus_trichocarpa_NrdA1
V_vinifera_NrdA
N_tabacum_NrdA
G_max_NrdA1

0.882

O_sativa_jp_NrdA1
Oryza_sativa_indica_NrdA

0.864

0.997
0.977

0.847
0.989

0.954

Cellulophaga_MED134_NrdA
K_algicidaOT1_NrdA

R_biformata_HTCC250_NrdA
G_frosetii_KT0803_NrdA0.879

0.932

F_johnsoniae_UW101_NrdA2
F_psychroph_JIP02_86_NrdA

0.807

1.000

Algoriphagus_PR1_NrdA
S_linguale_DSM_74_NrdA0.971

0.950

C_pinensis2588_NrdA2
P_heparinus2366_NrdA

0.9990.895

A_asiaticus5a2_NrdA0.880
0.877

0.975

N_gruberi_NrdA

0.894

0.945

0.949

0.968

P_pastoris_GS115_NrdA2
K_lactis_NRRLY1140_NrdA21.000

P_stipitis_CBS_6054_NrdA1
L_elongisporusYB4239_NrdA1
C_dubliniensis_CD36_NrdA1

0.960

0.999

0.999

Leishm_braziliensis_NrdA
L_infantum_JPCM5_NrdA

T_brucei_TREU927_NrdA
0.999

0.807

0.827

0.961

0.854

0.873

1.000
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