0.882

Candidatus_Desulforudis_audaxviator_MP104C_NrdD

Desulfuromonas_acetoxidans_DSM_684_NrdD2

0.853

Methylacidiphilum_infernorum_V4_NrdD

Chloroherpeton_thalassium_ATCC_35110_NrdD

Desulfotalea_psychrophila_LSv54_NrdD
Candidatus_Cloacamonas_acidaminovorans_NrdD

Coprothermobacter_proteolyticus_DSM_5265_NrdD

Syntrophus_aciditrophicus_SB_NrdD

Opitutaceae_bacterium_TAV2_NrdD
Elusimicrobium_minutum_Pei191_NrdD1

0.883

Desulfatibacillum_alkenivorans_AK-01_NrdD

Syntrophomonas_wolfei_str._Goettingen_NrdD

Prosthecochloris_vibrioformis_DSM_265_NrdD
Chlorobium_limicola_DSM_245_NrdD
Prosthecochloris_aestuarii_DSM_271_NrdD
Chlorobium_phaeobacteroides_BS1_NrdD

Halothermothrix_orenii_H_168_NrdD

Dethiosulfovibrio_peptidovorans_DSM_11002_NrdD

Clostridium_thermocellum_ATCC_27405_NrdD

Thermodesulfovibrio_yellowstonii_DSM_11347_NrdD
[ Clostridium_sp._OhILAs_NrdD1

I&AII<a|iphiIus_metalIiredigenes_QYMF_NrdD

Moorella_thermoacetica_ATCC_39073_NrdD

Thermotoga_lettingae_TMO_NrdD

uncultured_Termite_group_1_bacterium_phylotype_Rs-D17_NrdD
Candidatus_Desulfococcus_oleovorans_Hxd3_NrdD

Thermoanaerobacter_tengcongensis_MB4_NrdD
Thermoanaerobacter_ethanolicus_X514_NrdD
Caldicellulosiruptor_saccharolyticus_DSM_8903_NrdD

—11.000

Denitrovibrio_acetiphilus_DSM_12809_NrdD

Dictyoglomus_thermophilum_H-6-12_NrdD

Gibberella_zeae_PH-1_NrdDG
EGibberelIa_moniliformis_NrdDG

0.973 Fusarium_oxysporum_NrdDG

— Phytophthora_sojae_NrdDG
L Phytophthora_ramorum_NrdDG

— Catenibacterium_mitsuokai_DSM_15897_NrdD1

1.000

—10.999

0.948

1.000

B Actinobacteria

[ Alphaproteobacteria
Aquificae

Archaea
Bacteroidetes
Betaproteobacteria
Chlorobi
Fusobacteria
Deltaproteobacteria
Epsilonproteobacteria
Eukaryota
Firmicutes

Gammaproteobacteria
[ Thermotogae

0.957

969

1.000

1.000

0.944

Anaerostipes_caccae_DSM_14662_NrdD1

Clostridium_phytofermentans_ISDg_NrdD2
Clostridium_hylemonae_DSM_15053_NrdD2
Eggerthella_lenta_DSM_2243_NrdD2
Blautia_hydrogenotrophica_DSM_10507_NrdD2
Clostridium_sp._M62/1_NrdD2

Desulfovibrio_vulgaris_subsp._vulgaris_str._Hildenborough_NrdD2

Desulfovibrio_salexigens_DSM_2638_NrdD2

_|EljesuIfonatronospiraithiodismutansiASO3—17NrdD
0.964

Desulfovibrio_vulgaris_subsp._vulgaris_str._Hildenborough_NrdD1

Desulfovibrio_salexigens_DSM_2638_NrdD1

losss ________ Petrotoga_mobilis_SJ95_NrdD

Wolinella_succinogenes_DSM_1740_NrdD
Nitratiruptor_sp._SB155-2_NrdD
Thiomicrospira_denitrificans_ATCC_33889_NrdD
Sulfurovum_sp._NBC37-1_NrdD
Arcobacter_butzleri_RM4018_NrdD
Sulfurospirillum_deleyianum_DSM_6946_NrdD

|:1.ooo Caminibacter_mediatlanticus_TB-2_NrdD

0001 Nautilia_profundicola_AmH_NrdD

Akkermansia_muciniphila_ATCC_BAA-835_NrdD
Flavobacterium_johnsoniae_UW101_NrdD
Pedobacter_sp._BAL39_NrdD

Kangiella_koreensis_DSM_16069_NrdD
Pseudomonas_aeruginosa_PAO1_NrdD
Pseudomonas_stutzeri_A1501_NrdD

1.000

0.985

Acidiphilium_cryptum_JF-5_NrdD

Acidithiobacillus_ferrooxidans_ATCC_53993_NrdD

Desulfuromonas_acetoxidans_DSM_684_NrdD1

Geobacter_lovleyi_SZ_NrdD
— Cellulomonas_flavigena_DSM_20109_NrdD
0.

10.948

Ra

Aci

Par

Rh

Jonesia_denitrificans_DSM_20603_NrdD
Actinomyces_urogenitalis_DSM_15434_NrdD
Actinomyces_odontolyticus_ATCC_17982_NrdD

Brevundimonas_sp._BAL3_NrdD
Methylibium_petroleiphilum_PM1_NrdD
Lutiella_nitroferrum_2002_NrdD
Ralstonia_solanacearum_GMI1000_NrdD
Bordetella_petrii_DSM_12804_NrdD
Istonia_metallidurans_CH34_NrdD

Ralstonia_eutropha_H16_NrdD

dovorax_sp._JS42_NrdD

Thiobacillus_denitrificans_ATCC_25259_NrdD
Burkholderia_mallei_ATCC_23344_NrdD

Rhodoferax_ferrireducens_DSM_15236_NrdD
Herminiimonas_arsenicoxydans_NrdD
acoccus_denitrificans_PD1222_NrdD

Rhodospirillum_rubrum_ATCC_11170_NrdD

odospirillum_centenum_SW_NrdD
Zymomonas_mobilis_subsp._mobilis_ZM4_NrdD
Rhodopseudomonas_palustris_TIE-1_NrdD

_|0.919

Maricaulis_maris_MCS10_NrdD

Oxalobacter_formigenes_HOxBLS_NrdD

|:° 050 Schizosaccharomyces_japonicus_yFS275_NrdDG
0.999 -
S

chizosaccharomyces_japonicus_yFS275_NrdD

Campylobacter_rectus_RM3267_NrdD
0% — Campylobacter fetus_subsp._fetus_82-40_NrdD

Campylobacter_hominis_ATCC_BAA-381_NrdD

Corynebacterium_urealyticum_DSM_7109_NrdD
Corynebacterium_diphtheriae_NCTC_13129_NrdD
Corynebacterium_striatum_ATCC_6940_NrdD



