	Randomly selected 5’UTR
	Longest 5’UTR
	Pure 5’UTR

	[image: image1.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(54%) G s G 0(25%) G v G 0(60%) Indel selection index (ISI) P  = 0.001 P  = 0.010 P  = 3.20E-24 ** * ***


	[image: image2.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(57%) G s G 0(24%) G v G 0(56%) Indel selection index (ISI) P  = 3.27E-8 P  = 0.049 P  = 1.39E-22 *** * ***


	[image: image3.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(60%) G s G 0(25%) G v G 0(60%) Indel selection index (ISI) P  = 0.023 P  = 0.321 P  = 2.47E-22 * ***




(A)
	Randomly selected 5’UTR
	Longest 5’UTR
	Pure 5’UTR

	[image: image4.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(60%) G s G 0(28%) G v G 0(66%) Indel selection index (ISI) P  = 0.030 P  = 0.039 P  = 1.28E-8 * * ***


	[image: image5.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(60%) G s G 0(26%) G v G 0(64%) Indel selection index (ISI) P  = 0.039 P  = 0.227 P  = 8.62E-10 * ***


	[image: image6.emf]0.0 0.2 0.4 0.6 0.8 1.0 G a G 0(48%) G s G 0(27%) G v G 0(69%) Indel selection index (ISI) P  = 0.184 P  = 0.175 P  = 1.61E-8 ***




(B)
Additional file 2 - Distributions of ISI values according to Pecan-aligned sequences, with reference to the gene annotations of (A) human; and (B) mouse.
