
PxKxRN                             Motif I                          Motif II 

 

  OsaTRZ3   (595) IPCCVENATREDMEITFLGTGSSQPSKYRNVSSIYINLFT---QGGILLDCGEGTLGQLKRRFG-VSGADDAVKSLKCIWISHIHADHHTGVARVLALRSKLLKG--VPHKP- 

  ZmaTRZ3   (568) IPCCVEDATREDMEITFLGTGSSQPSKYRNVSSIYINLFE---RGGILLDCGEGTLGQLKRRFG-VNDADEAVKGLRCIWISHIHADHHTGLARILALRSKLLKG--VPHKP- 

  AthTRZ3   (526) LPNCLEKIRRDDMEIVILGTGSSQPSKYRNVSAIFIDLFS---RGSLLLDCGEGTLGQLKRRYG-LDGADEAVRKLRCIWISHIHADHHTGLARILALRSKLLKG--VTHEP- 

  AthTRZ4   (562) VPSCLENIRRDDMEIVLLGTGSSQPSKYRNVTAIYIDLFS---RGSILLDCGEGTLGQLKRRYG-LEGADEAVRNLRCIWISHIHADHHTGLARILARRRELLKG--LAHEP- 

  MguTRZ3   (606) LPPCLENLTRKDMEIVLLGTGSSQPSKYRNVSSIFIDLFS---KGSLLLDCGEGTLGQLKRRFG-VQGADEAVRKLRCIWISHIHADHHTGLARILALRRDLLKG--TSHEP- 

  GmaTRZ3   (542) IPACLENIRRDDLEIVLLGTGSSQPSKYRNVSSIYINLFS---RGGLLLDCGEGTLGQLKRRYG-VTGADDAVRTLRCIWISHIHADHHTGLARILALRRDLLRG--VPHEP- 

  CsaTRZ3   (592) VPSCLENIRRDDLEIVLLGTGSSQPSKYRNVSSIYINLFS---KGSMLLDCGEGTLGQLKRRYG-VEGADAAVRSLRCIWISHIHADHHTGLARILALRRDLLRE--VPHEP- 

  CclTRZ3   (557) LPNCLDNVRRDDLEIVLLGTGSSQPSKYRNVSSIYVNLFS---KGSLLLDCGEGTLGQLKRRYG-VEGADSAVGKLRCIWISHIHADHHAGLARILALRRDLLKG--VPHEP- 

  CpaTRZ3   (553) APNCLENISRDDLEIVLLGTGSSQPSKYRNVSSIYLNLFS---KGSLLLDCGEGTLGQLKRRYG-VEGADNAVKNLRCIWISHIHADHHTGLARILALRRDLLQG--VPHEP- 

  EgrTRZ3   (582) LPNCLENIRRDDLEIVLLGTGSSQPSKYRNVSSIYINLFA---KGGMLLDCGEGTLGQMKRRFG-VGGADDAVKGLRCIWISHIHADHHSGLARILAQRRDLLKG--VPHEP- 

  VviTRZ3   (575) LPGCLENITREDMEIVLLGTGSSQPSKYRNVTSIYINLFS---KGSLLLDCGEGTLGQLKRRFS-VEGADNAVRGLRCIWISHIHADHHAGLARILTLRRDLLKG--VPHEP- 

  AcoTRZ3   (620) LPSCLENITKEDMEVVLLGTGSSQPSKYRNVSSIYVNLFS---KGSLLLDCGEGSLGQLKRRFG-VKGADDAIRSLKCIWISHIHADHHTGLARILSLRRELLKG--VSHEP- 

  AcoTRZ4   (527) LPSSLEKISREDMEIVLLGTGSSQPSTFRNVSSIFVNLFS---KGGLLLDCGEGTLGQLKRRYG-IRGADDVVRSLRCIWISHIHADHHTGLTRILALRCELLRG--VPHEP- 

  SmoTRZ2   (436) TAPACISSKADDLEIVFLGTGSMHPSKHRNVSAIYLHLFE---RGGMLLDCGEGTYGQLKRRYG-IQGADSVLANLKCIWISHIHADHQSGLTRILTARKALLQA-QGRVQP- 

  SmoTRZ3   (459) IPDTLKAIGRKEVELIFLGTGSSQPSTYRNVSAIYVHLFA---NGGMLLDCGEGTYGQLLRRYR-VFRTDSVVAGLRLIWISHIHADHHGGLSRILSVRRQLLSK-SGNVEP- 

  PpaTRZ4   (585) IPPCLQGITREEMEIVFLGTGSSQPSKYRNVSAIYMHLFE---RGGIILDCGEGSYAQLRRRY--GSQTDDVLAGLKLVWISHIHADHHTGLVRILAVRKAILEA-RGAFSP- 

  OluTRZ3   (459) P-EYLRKLKPGDVELVFLGTGSAVPAKYRNVSGFSMQFGGEGYRGNIMLDTGEGSLAQMIRRFG-ASAVDEKLREMRMVWISHIHADHHVGLPRILTARAEIFRR--DGVEPP 

  MpuTRZ3   (597) TPRALRGLREGDVELSFLGTGSSAPAKYRNVSGIFLDVPS---RGCMFLDAGEGTFGQLNRLYG-AAGADARLRRLKMIWISHVHADHHVGVPTLLAERRARMIA-SGIENPP 

  CreTRZ2   (562) PPSTVASGDRRQAELTFLGTASSQPSKFRNVSGCYVDLFE---RGGLLVDCGEDAMGQLARRYGGAGAAARL-EELALVWVSHMHADHHGGLYRLLEWRARRGCP------P- 

  VcaTRZ2   (565) VPEPLTSGDRRMAELTFLGTASSQPSKYRNVSGCYVDLFE---AGGLLVDCGEDAMGQMKRRFGVQEAERRLGEQLAAVWVSHMHADHHGGLYRLLEWRARRGAP------P- 

  DmeTRZ1   (446) ---FPDNSADSYPKIIFLGTGSCIPNKTRNVSSILIRTAID---AYVLLDCGEGTYGQIVRLYG-HEKGQLILRQLQAIYVSHLHADHHIGLIGLLRERRQLKPR----ADP- 

  HsaTRZ2   (471) --PAPAEKRSQYPEIIFLGTGSAIPMKIRNVSATLVNISP---DTSLLLDCGEGTFGQLCRHYG--DQVDRVLGTLAAVFVSHLHADHHTGLPSILLQRERALASLGKPLHP- 

 

Motif III 

 

  OsaTRZ3   (701) -LLVIGPRPLERFLNAYSTLEDLDMQFLDCRQTLKPSIEAFLSD[ 9 ]LGSTIFAPGSKMENYSRK[ 0 ]PASPRDTT----ALTNLKDVLHESGLEVLYSVPVLHCPQAF 

  ZmaTRZ3   (674) -LLVIGPRPLERFLNAYSTLEHLDMQFLDCRHTLKSSVEAFLSE[ 9 ]LETTMFAPGTRMENYNRK[ 0 ]PASPRDTT----ALANFKEVLQESGLEILYSVPVLHCPQAF 

  AthTRZ3   (632) -VIVVGPRPLKRFLDAYQRLEDLDMEFLDCRSTTATSWASLESG[ 2 ]AEGSLFTQGSPMQSVFKR[ 0 ]SDISMDNSSVLLCLKNLKKVLSEIGLNDLISFPVVHCPQAY 

  AthTRZ4   (668) -AIVVGPRSLKNFLDAYQRLEDLDMEFLDCRNTTTTSWASVETS[ 10]AEGSLFSKGSLMQSIYKR[ 1 ]SSPLTDNSSALPFLKKLKKVLGEMGLEHLISFPVVHCPQAF 

  MguTRZ3   (712) -VIVVGPRQLKRFLAAYQRLEDLDMQFLDCSQTTEASIESNQGD[ 12]ADSTLFTRGVPMQSYWKR[ 0 ]PISPSQVAAALPILESLKKVLNEAGLEALISFPVIHCPQAF 

  GmaTRZ3   (648) -LLVVGPRQLKRYLDAYQRLEDLDMLFLDCKHTTAASLEAFEDD[ 22]VDSTLFARGSRMQTYFKR[ 0 ]PGSPVDKDVVSPILKKFKEVIQEAGLKALISFPVVHCPQAF 

  CsaTRZ3   (698) -VLVIGPRQLRRYLNAYQRLEDLDMQFLDCKDTTEASLEAFQKL[ 30]TESSLFVKGSRMQSYWKG[ 0 ]PSSPVDINAAVPLLKCLNEVLNEAGLEALISFPVVHCPQAY 

  CclTRZ3   (663) -LLVVGPGPLKRYLDAYERLEDLDMQFLHCRYTREASWNDFEGN[ 22]TEANLFAKGSCMQSVWKG[ 0 ]PGIPVDNNAAFPLLKNLKNVLNEAGLETLISFPVVHCPQAF 

  CpaTRZ3   (659) -LLVVGPRQLKRFLDAYQRLEDLDMLFLDCKYTTEVSWNSFESD[ 26]TQGSLFARGSPMQSIWKK[ 0 ]PGSPTDNNAAFPFLKTLRRVLNEAGLESLISFPVVHCPQAY 

  EgrTRZ3   (688) -LLVIGPRQLKRFLDAYQRLEDLDMQFLDCRNTTEASLNFFEEA[ 30]PDSTLFARGAPMQSFWKR[ 0 ]PGSPPDISVAFPVLQNMKKMLKEAGLDALVSFPVVHCPQAF 

  VviTRZ3   (681) -LLVIGPRQLKRYLDAYQKLEDLDMQFLDCRHTTEVSLNAFECS[ 18]IDSSLFAKGSRMQSYWKR[ 0 ]PGSPVDHSVAFPILKNLKKVLCEAGLEALISFPVVHCPQAF 

  AcoTRZ3   (726) -LLVIGPRQLKRFLDAYQRLEDLDMQFVDCRHTTEASLASFESS[ 21]SETSLFARGSRMQSYLNR[ 0 ]PSSPVDIAMGLEILRNLKKVLGEAGLEALVSVPVVHCPQAY 

  AcoTRZ4   (633) -LLVIGPIQLEKFLEAYQKLEDLDMQFLDCRRTTEASMTDFEST[ 0 ]------------------[ 0 ]---------------HLKKVLVEANLDSLVSIPVLHCPNAF 

  SmoTRZ2   (543) -ILVIGPMFLRRYLTAYERLETLAMDFLDCSQTTIAAGSYNSKF[ 3 ]----LSLLCGGKRKHIDT[ 2 ]TGYDLATGLDATGRKKLDQVLQELGLKSLLSIPVIHCAHSF 

  SmoTRZ3   (566) -LLVVGPKLLKRVLEAYDMVEDLGVEFLDCSQTTLEASDIAAGG[ 3 ]--GFVSSIVSGSQEG-RS[ 7 ]RGYHLRNGLDEAGRSKLQDTLQALGLSSLVSVPVIHCPHAF 

  PpaTRZ4   (691) -VLVIGPKQLKRFLDAYGQLEDLGMEFVDCSQTTYDADDIAEVE[ 30]RIGLVRRSYSNSKTSPKK[ 9 ]PGANLMEGIDWSGRDKLRKTLSSLKLASLTSVPVVHCPHAF 

  OluTRZ3   (568) IIPVVGPRALRRFLDYYEDLERLHCDFIDLSETTQDKWS-----[ 0 ]------------------[ 0 ]--S----ETMSPQVARLRTALMGSDLDEIVAVPVHHCAHAY 

  MpuTRZ3   (705) PLVVVGPPALRRYLLAYEQVQPLCYHFVACHEVREDRWAAAAAD[ 2 ]-------RFPSLGFYEER[ 0 ]------------SLNLVRAACEEMELARVVSAPVVHCAQSY 

  CreTRZ2   (664) -LLVVGPQRLFEVLVKYSSVVPIQFTFVPNLALSNASAD-----[ 0 ]------------------[ 1 ]QLPPAVQRVLESTLARLGLGWRRLPPRGFRPFYVHHIHDAH 

  VcaTRZ2   (668) -LLIIGPTSLFEILLRYSAVVPMQFLFCRNVSLWGG--------[ 0 ]------------------[ 1 ]VGARGMSVMPKAVAAAYEAAKERLGLAALAPFPVEHIKDAH 

  DmeTRZ1   (547) -LILLAPRQIEPWLEFYNRQIETVEDAYTLVGNGELLASPLS--[ 0 ]------------------[ 0 ]-----------------GEQVERLGITSISTCLVRHCPNSF 

  HsaTRZ2   (576) -LLVVAPNQLKAWLQQYHNQCQEVLHHISMIPAKCLQEGAEISS[ 1 ]------------------[ 0 ]-----------AVERLISSLLRTCDLEEFQTCLVRHCKHAF 

                  

Motif IV                  HEAT               HST                     Motif V 

                                                                                            

  OsaTRZ3   (808) GVVLRAKEKVSSAGKAIPGWKVVYSGDTRPCPALVDASRDATVLIHEATFEDSMKDEAIARNHSTTKEAIAVGTSAGAYRIILTHFSQRYPKIP-VFDEVDMQKTCIAFDLMS 

  ZmaTRZ3   (781) GVVLKAMEKANSTGKVIPGWKVVYSGDTRPCPGLIDASRDATVLIHEATFEDSMKDEAIARNHSTTKEAIEVGTSAGAYRIILTHFSQRYPKIP-VIDEVDMEKTCIAFDLMS 

  AthTRZ3   (736) GVVIKAAERVNSVGEQILGWKMVYSGDSRPCPETVEASRDATILIHEATFEDALIEEALAKNHSTTKEAIDVGSAANVYRIVLTHFSQRYPKIP-VIDESHMHNTCIAFDLMS 

  AthTRZ4   (781) GVSLKAAERKNIAGDEIPGWKMVYSGDTRPCPEMVEASKGATVLIHEATFEDALVEEAVAKNHSTTKEAIKVGSSAGVYRTVLTHFSQRYPKIP-VIDESHMHNTCIAFDMMS 

  MguTRZ3   (826) GVAIRAADRVNAAGKNIPGWKIVYSGDTRPCPELVRASQGATVLIHEATFEDSMIDEAVARNHSTTKEAVEVGNSAGAYRIILTHFSQRYPKIP-VFEESHMHKTCVAFDMMS 

  GmaTRZ3   (772) GVVLKAEERTNTVGKVIPGWKIVYSGDTRPCPELIEASGGATVLIHEATFEDAMVEEAIARNHSTTNEAIEMGQSANAYRTILTHFSQRYPKIP-VFDETHMHKTCIAFDMMS 

  CsaTRZ3   (830) GVVLKAAERVNLDGKVIPGWKIVYSGDTRPCPKLMEASRGATLLIHEATFEDSLVDEAMAKNHSTTSEAIDIGNSAGAYRIILTHFSQRYPKIP-VVDEKHMHKTCIAFDLMS 

  CclTRZ3   (787) GFALKAAERINSVGKVIPGWKIVYSGDTRPCPELVEASRGATVLIHEATFEDGMMEEAIAKNHSTTKEAIDVGSSAGVYRIILTHFSQRYPKIP-VVDETHMHKTCIAFDLMS 

  CpaTRZ3   (787) GIVLKAAERINSVGKVIPGWKVAYSGDTRPCPELVEASCGATILIHEATFEDSMVEEAVTKNHSTTKEAVEVGSSAGAYRIILTHFSQRYPKIP-VVDETYMHKTCIAFDMMS 

  EgrTRZ3   (820) GVVLKASERLNSDGKLIEGWKIVYSGDTRPCPELTEASRGATVLIHEATFEDSMVDEAIARNHSTTEEAIQMGASAGVYRIVLTHFSQRYPKIP-VFDEAHMHKTCIAFDLMS 

  VviTRZ3   (801) GVVLKASERINSVGKVIPGWKIVYSGDTRPCPELIEAARGATVLIHEATFEEGMVDEAIARNHSTTNEAIEVGNSAGAYRIILTHFSQRYPKIP-VFDDAHMHKTCIAFDLMS 

  AcoTRZ3   (849) GLVLRAAERTNSAGKIIPGWKLVYSGDTRPCPELIEASRGATVLIHEATFEDGMVEEAIARNHSTTKEAIDVGDSAGAYRIILTHFSQRYPKIP-VFDETHMHKTCIGFDLMS 

  AcoTRZ4   (702) GLVVKAAERINSIGKTIPGWKLVYSGDTRPCPELEKAADGATVLIHEATFEDGMEKDADAKNHSTTKQAIKVGDKA--YRIILSHFSQRYPKIP-VFDETHMHKTCIGFDLMS 

  SmoTRZ2   (646) GIVLE---------SAQSGWKFAFSGDTRPCDAFVEAAKGATIFVHEATFDDGLLAEALEKNHSLTCEAVQAGAAAGAYRTILTHFSQRYPQIP-VFDASYNERTCIAFDMMS 

  SmoTRZ3   (675) GVVLEAQNKADTS---KAGWKLAYSGDTRPCKAFIEASYGATVFIHEATFEDGMSEEAVSKMHSSTHEAIQAGALARAYRTILTHFSQRYSKVP-VFDDSYNDRTCVAFDLMS 

  PpaTRZ4   (832) GVVLESEARTQPDGKRRKGWKIVYSGDTRPCQALVDASEGATVLIHEATFDDSMPEEAYAKKHSLTREAIETGVSAGVYRTILTHFSQRYPKIP-VFDDSYTSQTCIAFDMMS 

  OluTRZ3   (642) GAKLVG----------KRGWTMVYSGDTRPCPSLVAAARDATLLVHEATFENGMEEEAVKKRHSTTKEAVQTGIDAGAYRTILTHFSQRYPKIP-IFDGTYTERTAVAFDLMS 

  MpuTRZ3   (791) AVSVEAAD-------VVPGWKLVYSGDTRPCESLTRLATDATVLVHEATFENDMDEDAIKKRHSTTRDAVRTGVEARAYRTILTHFSQRYPKIP-VLDESVSERTAVAFDMMR 

  CreTRZ2   (744) GLRLEG----------EAGWSIVFSGDTRPCNETIAAARGATLLVHEATFEESMVGEAKAKKHSTTAEAVSVGERAGAYRIILTHFSTRYPTLP-ELDLAPHPRVSVAMDLQV 

  VcaTRZ2   (745) GLVLEG----------RAGWRLVFSGDTRPCRQTVEAARGATLLVHEATFEESMEGEARAKRHSTTAEAVGVGEEAGVYRTVLTHFSTRYPTLP-ELDLSRHPRVAVAMDLMS 

  DmeTRZ1   (612) GISLTLAAKHNS-----EPVKITYSGDTMPCQDLIDLGRDSTVLIHEATMEDDLEEEARLKTHSTVSQAIQQGRNMNARHTILSHFSQRYAKCPRLPSDEDMQRVAIAFDNME 

  HsaTRZ2   (650) GCALVHTS----------GWKVVYSGDTMPCEALVRMGKDATLLIHEATLEDGLEEEAVEKTHSTTSQAISVGMRMNAEFIMLNHFSQRYAKVP-LFSPNFSEKVGVAFDHMK 

                

 

  OsaTRZ3   (920) VNLA-DLPVLPKVLPHLKLLFKDEMVVDESDEIQEAVM-------------------------------------- 

  ZmaTRZ3   (893) VNLA-DLPVVPKVLPHLKVLFKDELVVDEAEEVQEAAVY------------------------------------- 

  AthTRZ3   (848) INMA-DLHVLPKVLPYFKTLFRDEMVEDEDADDVAMDDLKEEAL-------------------------------- 

  AthTRZ4   (893) INMA-DLHVLPKILPYFKTLFRNQVVEEEEEEEETDDDSLIRDKVPSFFIN------------------------- 

  MguTRZ3   (938) VNLA-DVHVLPRVVPYLKLLFRDEMIVDESEDVDLVTAIA------------------------------------ 

  GmaTRZ3   (884) VNVA-DLSVLPKALPYLKLLFRNEMMVDESDDVVEAVTSAS----------------------------------- 

  CsaTRZ3   (942) VNVA-DLSVLPKVLPYLTLLFRDEMMVDESDDVTMES--------------------------------------- 

  CclTRZ3   (899) INLA-DLPILPKVLPYFKLLFKDEMPVDESDDVVDAVSAAS----------------------------------- 

  CpaTRZ3   (899) INIA-DLSVLPKVVPYLKLLFRNEMALDESDDVYRCYNCSFIINIY------------------------------ 

  EgrTRZ3   (932) INIA-DLPMLPRVLPYLKMLFRNEMIVDESDDTGDSVSVAS----------------------------------- 

  VviTRZ3   (913) VNMA-DLPVLPKVLPYLKLLFRNEMTVDELDDVISAGLAS------------------------------------ 

  AcoTRZ3   (961) INIA-DLPVLPKILPHIKLLFRDEMITDEVDDIVDSVL-------------------------------------- 

  AcoTRZ4   (812) INIA-DLHVLPKILPYLKLLFRDKITAPESEDMQDTLE-------------------------------------- 

  SmoTRZ2   (749) VNLV-DLPLLPKLVPVMKLMFKEE---------------------------------------------------- 

  SmoTRZ3   (784) IDLV-DLPLLPSLIPVLKLLFKDDQAEEQAVPEAVAQ--------------------------------------- 

  PpaTRZ4   (944) VNLA-DLPLLPSLLPALKLLFKDDMASMEEEKEEVTEEAMVL---------------------------------- 

  OluTRZ3   (744) VDFA-GLSSLPKLLPAVRSLFESDDEIAREAQIDGDDDE------------------------------------- 

  MpuTRZ3   (896) VDFARDLPRLPSLVPAVQAVFLDPEEVFGGGGNNTAAANKKKKWGPPPRGGSKSPPRR------------------ 

  CreTRZ2   (846) VNLA-DLPWQPALVRPLGLLFKQLEAEKLKDDDDDE---------------------------------------- 

  VcaTRZ2   (847) INLA-DLPWLPRLVRPMGLLFKHLEAEKLAADDDDD---------------------------------------- 

  DmeTRZ1   (720) VTVE-DLQHYHKLYPALFAMYAEYTEELEQRAVKRELKQERKRKLAET---------------------------- 

  HsaTRZ2   (752) VCFG-DFPTMPKLIPPLKALFAGDIEEMEERREKRELRQVRAALLSRELAGGLEDGEPQQKRAHTEEPQAKKVRAQ 


