Additional file 2: Pairwise sequence comparisons of S. bicolor and S. italica tRNase ZSs
	
	SbiTRZ2
I    S
	SbiTRZ3
I    S
	SitTRZ1
I    S
	SitTRZ2
I    S
	SitTRZ3
I    S
	SitTRZ4
I    S

	SbiTRZ1
	48  60
	62  73
	70  83
	47  59
	80  84
	91  95

	SbiTRZ2
	
	47  59
	57  68
	93  95
	44  56
	48  62

	SbiTRZ3
	
	
	73  80
	44  56
	57  68
	62  72

	SitTRZ1
	
	
	
	48  59
	64  75
	72  83

	SitTRZ2
	
	
	
	
	43  57
	47  61

	SitTRZ3
	
	
	
	
	
	78  82


The accession numbers for proteins are listed in Additional file 1. The pairwise percent identity (I) and percent similarity (S) between tRNase ZSs from S. bicolor and S. italica were calculated using the Clustal W program (68).
