
EGxSxxG                     Motif I                    Motif II 

 

  CreTRZ1  ( 50) DTRQTKLAVSGWELEGISISGQETSIIVPRAK---VTFDIGRCPQRACF--------QQTVLLSHTHLDHVGGLPFHVCTRNMLQ-----LPPSKVVVPQGFSAGVRKLMDAVL------------- 

  VcaTRZ1  ( 23) DSRQNKIIVCGMELEGVSISGQETSIIFPRGK---VTFDIGRCPQRACF--------QQTVLLSHAHLDHVGGLPFHVCTREMLS-----LPASRVVVPQGFAAGVRKLVDAAR------------- 

  MpuTRZ1  ( 99) KERHAVHTLAGFRVEGVSVGGQETCVILPQLK---IAFDSGRCPQRAVY--------ADTLCLSHTHMDHVGGAGFYIASRALVS-----LPPPSVLIPAERAAAFDAFIRSLR------------- 

  OluTRZ1  ( 32) RDRHAVHELAGYKIEGVSVGGRETSVVLPALG---VAFDSGRCPQRCVY--------ADVMCLSHTHMDHVGGCGMYIATRGLLS-----LTPPTVLLPSARREAFGTFIESLR------------- 

  PpaTRZ1  ( 16) RSKTGALEVDGLSIEGVSVGGQETCILIPALK---LAFDIGRCPERAIS--------QDFLFISHAHMDHIGGVCMYVATRGLFK-----MKPPTVIVPKCLKPTVEKLFDVHR------------- 

  PpaTRZ2  (141) RPTTGELEVGGFSIEGVSVGGQETCVMLPALK---VAFDSGRCPGRIID--------MDYVFITHAHMDHIGGLTMYIASRGLKK-----KKVPTVIVPKCIKATVEKLLAVQR------------- 

  SmoTRZ1  ( 19) RRDLASVNAGGFAVEGISIGGHETCVIVPSMK---IAFDIGRCPQRAIS--------QDFLFISHSHMDHIGGIAMYVATRGLYS-----MKPPTIFVPSSIKATVEKLFDVYR------------- 

  OsaTRZ1  ( 23) KAKAPPLTVEGYPVEGISIGGQETCVIFPTLS---AAFDIGRCPQRAVS--------QEFLFISHAHLDHIGGLPMYVATRGLYR-----QRPPTIFIPACLRDPVERLFELHR------------- 

  ZmaTRZ1  ( 23) PKAKHRIEIEGYPVDGVSIGGQETCVIFPTLS---LAFDIGRCPQRAVS--------QEFLFVSHGHLDHIGGLPMYVATRGLFR-----LRPPTIFVPACLRDLVERLFEVHR------------- 

  CclTRZ1  ( 10) -KSGRGMQLQGYKVEGLSIAGHETCIIFPSLD---LAFDIGRCPSRALS--------QNFLFISHAHMDHIGGLPMYVATRGLYR-----MKPPTIIVPSCIKEDVEQLFEIHR------------- 

  EgrTRZ1  ( 30) RRSGKKLMIQGYPIEGLSIAGHETCVILPSLK---LAFDIGRCPQRAIS--------QDFLFISHAHMDHIGGVAMYVASRGLFS-----LKPPTVIVPKCVKEDVERLFDVHR------------- 

  GmaTRZ1  ( 1 ) -MTGKDLEIEGYTVGGLSIGGHETCVIFPTLK---VAFDIGRCPPRAVS--------QNFLLITHAHMDHIGGLPMYVATRGLYR-----MKPPTIIVPISVKEDVEKLFEIHR------------- 

  MguTRZ1  ( 27) KASEEELRIEGYSIDGLSIAGHETCVILPTLN---LAFDIGKCPQRAVS--------QQFLFISHGHMDHIGGLPMYVATRGLYR-----MAPPTIFVPKVIKENVEKIFEAHR------------- 

  AcoTRZ1  ( 5 ) -KKKENLEIEGYPIEGLSISGHETCIIFPSLK---IAFDIGKCPQRAIF--------QEFLFISHGHMDHIGGLPMYVATRGLYS-----LKPPTIIVPMEIKESVEKLLQVHR------------- 

  VviTRZ1  ( 11) TKKEKGIQIEGYPVEGLSIGGQETCIILPSLK---LAFDIGRCPQRAIS--------QDFLFISHGHMDHIGGLPMYVATRGLYR-----MKPPIIIVPKAIKENVEMLFQVHR------------- 

  AthTRZ1  ( 1 ) MEKKKAMQIEGYPIEGLSIGGHETCIIFPSLR---IAFDIGRCPHRAIS--------QDFLFISHSHMDHIGGLPMYVATRGLYK-----MKPPTIIVPASIKETVESLFEVHR------------- 

  CsaTRZ1  ( 18) MEMSKGIQIEGYPIKGLSIGGHETCIIFPTLN---LAFDIGRCPQKAIS--------QDFLFISHGHMDHIGGLPLYVATRGLYK-----MGPPTIIVPKSIKNDVENLLEVHR------------- 

  AthTRZ2  ( 70) AVNRKGVELESYAIEGISVGGHETCVIVPELK---CVFDIGRCPSRAIQ--------QKFLFITHAHLDHIGGLPMYVASRGLYN-----LEPPKIFVPPSIKEDVEKLLEIHR------------- 

  MguTRZ2  ( 79) EVNRKGVGLDGYSVEGLSIGGHETCVIVPELK---TAFDIGRCPSRAVQ--------QNFLFITHAHLDHIGGLPMYIATRGLYN-----LKPPTVFVPPCIKEDVERLIDIHR------------- 

  CclTRZ2  ( 70) AVVRKGIDLEGYTIEGVSIGGHETCVIIPELK---CAFDIGRCPTRAIQ--------QNFVFITHGHLDHIGGLPMYVASRGLYN-----LKPPTIFVPPSIKEDVEKLFEIHR------------- 

  EgrTRZ2  ( 73) EVARKGVDVEGFSIEGVSVGGHETCVIVPEFK---CAFDIGRCPTRAIH--------QNFVFITHAHLDHIGGLPMYVAFRGLYN-----LKPPTVFVPPCIKEDVEKLLDIHR------------- 

  CsaTRZ2  ( 64) QVNRKGVDLEGYSIEGISVGGQETCVIIPEFK---CAFDIGRCPSRAIQ--------QNFVFITHAHLDHIGGLPMYVASRGLYS-----LSPPTVFLPASIKEDVEKLLEIHR------------- 

  VviTRZ2  ( 70) EVARNGVDLEGYSIEGISIGGHETCVIIPELK---SAFDIGRCPSRAIQ--------QNFLFITHAHLDHIGGLPMYVATRGLYN-----LKPPTIFVPPCIKEDVEKLFDIHR------------- 

  GmaTRZ2  ( 69) QVSRKVLDLEGYSIEGLSVGGQETCIIIPEFK---CSFDIGRCPSRAIQ--------QNFLFITHAHLDHIGGLPMYVASRGLFN-----LKPPTVFVPPCIKEDVEKLLDIHR------------- 

  OsaTRZ2  ( 81) QVHRKGVEVEGYAIEGVSVGGHETCVTVPSLN---VAFDIGRGPLFAVS--------QDYLFITHAHLDHIGGLPMYIATRGLYN-----LKPPVVFVPPCIKDDVEDLLQIHR------------- 

  ZmaTRZ2  ( 73) QVQRKGVEVEGYAIEGISVGGHETCITVPSLN---VAFDIGRGPQFAVS--------QDYLFITHAHLDHIGGLPMYIATRGLYN-----LKPPTVFVPPCIRDDVEDLLQVHR------------- 

  TmaTRZ1  ( 1 ) -----------MNIIGFSKALFSTWIYYSPER---ILFDAGEGVSTTLG---SKVYAFKYVFLTHGHVDHIAGLWGVVNIRNNGM--GDREKPLDVFYPEGNRAVEEYTEFIKR------------- 

  BsuTRZ1  ( 1 ) --MELLFLGTGAGIPAKARNVTSVALKLLEERRSVWLFDCGEATQHQILHTTIKPRKIEKIFITHMHGDHVYGLPGLLGSRSFQG----GEDELTVYGPKGIKAFIETSLAVTK------------- 

HsaTRZ1  ( 1 ) MSMDVTFLGTGAAYPSPTRGASAVVLRCEGEC---WLFDCGEGTQTQLMKSQLKAGRITKIFITHLHGDHFFGLPGLLCTISLQSGSMVSKQPIEIYGPVGLRDFIWRTMELSHTELVFHYVVHELV 

 

Motif III                        KL Motif  

 

  CreTRZ1  (148) -------------------ELQSSPPIDYEVLELEAGQDFELPSG----FLCRTFPTTHAIPSQGYVLYS------QRK-KLKAELQGKSQAEIKELRFS-------GVDVSETHQVPE------IA 

  VcaTRZ1  (121) -------------------ELQGSPPLDYQVLELQLGEDHVLPSG----YLCRCFPTTHTITSQGYVLYS------QRR-KLKAELQGKSQEEIRQLRLA-------GQDVTDTVAVPE------IA 

  MpuTRZ1  (197) --------------------ELDASELPHHLVPISPGETHVVSKL----HVVRPFQTIHPVASQGYVVYG------TKE-KLKAEHAGKTGAQIKALRDA-------GAKVTDTIEVPE------VA 

  OluTRZ1  (130) --------------------ALDDSELNHRAIGIDPGERYAMNKL----FEIAAFRTRHPVPSQGYVVYG------TKQ-KLKPAYAGLSGPEIKRLRDD-------GEQVTDKVEVPE------VA 

  PpaTRZ1  (114) --------------------ELDGSELKHQLIGLDIGEEFNMGKN----LVVKAFKTYHVVPSQGYVVYS------VKN-KLKPEYLGLPGQKIKELKMS-------GVQITDTLRVPE------VA 

  PpaTRZ2  (239) --------------------ELDESPLPVNLIGMDIGEEFDLGKG----LIVKAFKTYHVVPSQGYVIYT------VKQ-KLKAEHVGLPGKEIKALRES-------GVEVSETVRISE------VA 

  SmoTRZ1  (117) --------------------ELDQAELSMKLVGLDIGEEYDLGKG----YIVKPFKTYHVIPSQGYIIYA------VKN-KLKPEYVGLPGDKIKSLRFS-------GVEVTNVTRSPE------VA 

  OsaTRZ1  (121) --------------------SMDQSELSHNLVPLEIGQEHELRRD----LKVKAFKTYHAIPSQGYVIYT------VKQ-KLKPEYLGLPGSEIKQLKLS-------GVEITNTLTVPE------IA 

  ZmaTRZ1  (121) --------------------AMDQSELNHNLVPLEVGEEYELRRD----LKVRAFRTYHAIPSQGYVIYS------VKQ-KLKQEFIGLPGSEIKRLKLS-------GVEITNTVSTPE------IA 

  AthTRZ1  ( 99) --------------------KLDSSELKHNLVGLDIGEEFIIRKD----LKVKAFKTFHVIQSQGYVVYS------TKY-KLKKEYIGLSGNEIKNLKVS-------GVEITDSIITPE------VA 

  CsaTRZ1  (116) --------------------RLDQSELRCNLIGLEVGEELSLRRD----LKVRVFRTYHVIDSQGYLLYS------VKQ-KLKKDYLGLSGNEIKKLRLS-------GVEITYTITEPE------VA 

  GmaTRZ1  ( 98) --------------------KMDQSELKHNLIGLDVGEEFYLRKD----LKVKAFRTYHVIPSQGYILYS------EKQ-KLKPEYVGLSGNEIKNLKSS-------GVEITYTLTEPE------IA 

  CclTRZ1  (107) --------------------RMDHSELNHTLVGLDVGEEFCMRKD----LFVKAFKTYHVIQSQGYVVYS------VKQ-KLKQEYLGLPGDEIKKLKSS-------GTEITYTVTTPE------VA 

  MguTRZ1  (125) --------------------AMDHSELNHTLIGLDVGEEFYLRRD----LKVRAFRTYHVIPSQGYIVYS------VRQ-KLKQEYVGLTGAEIKNLKQS-------GVEITDTYTSPE------VA 

  AcoTRZ1  (102) --------------------DMDQSELKCNIIGLNIGEEYQLRKD----LVVKAFRTYHVIPSQGYIVYC------VKH-KLKQEYVGLPGNEIKKLKLS-------GVEITETSTSPE------IA 

  VviTRZ1  (109) --------------------AMDESELKHNLIGLNVGEEFYLRKD----LKVRAFRTYHVIPSQGYVVYS------VKQ-KLKQEYVGLPGNEIKNLKLS-------GVEITYTMTTPE------IA 

  EgrTRZ1  (128) --------------------KMDNSELKHNLIGMDVGEEIYIRRD----VKVRAFRTYHVIPSQGYVVYS------VKE-KLKQDYMGLPGNKIRDLKLS-------GVEITYTTTTPE------VA 

  AthTRZ2  (168) --------------------TMGQVELNVELIPLAVGETYELRND----IVVRPFATHHVIPSQGYVIYS------VRK-KLQKQYAHLKGKQIEKIKKS-------GVEITDTILSPE------IA 

  MguTRZ2  (177) --------------------VMGRVELNVDLVPLDVGETYEMRND----IVVRPFETHHVIPSQGYVIYS------VRK-KLRKQYTHLKGKQIEKLKKS-------GVEITDTILSPE------VA 

  CclTRZ2  (168) --------------------SLGNVELNLDLVALDVGETYEMRND----IVVRPFKTHHVIPSQGYVIYL------LRK-KLKKQYIHLKGKQIEKLKKS-------GVEITDIILSPE------VA 

  EgrTRZ2  (171) --------------------TMSQVELNLDLVALDVGETYELRNN----LVVRPFKTNHVLPSQGYVIYS------VRK-KLKKRYIHLKGNRIENLKKS-------GVEITDTILSPE------VA 

  CsaTRZ2  (162) --------------------NMGQVELDVDLVALDVGETYEMRNN----LVCRAFETHHVIPSQGYVIYS------VRK-KLKKQYMHLKGKQIEKLKKS-------GVEITDTILSPE------VA 

  VviTRZ2  (168) --------------------ALSQVELKLDLVALDVGETYEMRNN----LVVRPFKTHHVIPSQGYVIYT------VRK-KLKKQYIHLKGKQIEKLKNS-------GIEITDTILSPE------VA 

  GmaTRZ2  (167) --------------------TMGQVELNAEVVALDVGETYEIRNN----LVVRPFKTQHVIPSQGYVVYS------IRK-KLRKQYAHLNGKQIEKLKKS-------GVEITDMMLSPE------VA 

  OsaTRZ2  (179) --------------------RMSQVDLKVELVALDLGETFEIRND----LVARPFETHHAIPSQGYVIYS------VRR-KLKKQYAHLKGNQIMKMKQS-------GAEITDTILYPE------VA 

  ZmaTRZ2  (171) --------------------RTSQIELKVELVALDLGETYEIRND----LVARPFQTYHTIPSQGYVIYS------IRR-KLKKQYAHLKGSQIMKLKQT-------GTEITDTILYPE------VA 

  TmaTRZ1  ( 96) --------------------ANPDLRFSFNVHPLKEGERVFLRNAGGFKRYVQPFRTKHVSSEVSFGYHIF----EVRR-KLKKEFQGLDSKEISRLVKE------KGRDFVTEEYHKKV-----LT 

  BsuTRZ1  (109) ------------------------THLTYPLAIQEIEEGIVFEDD---QFIVTAVSVIHGVEAFGYRVQEKDVPGSLKADVLK-EMNIPPGPVYQKIKKGETVTLEDGRIINGNDFLEPPKKGRSVV 

HsaTRZ1  (125) PTADQCPAEELKEFAHVNRADSPPKEEQGRTILLDSEENSYLLFDD-EQFVVKAFRLFHRIPSFGFSVVEKKRPGKLNAQKLK-DLGVPPGPAYGKLKNGISVVLENGVTISPQDVLKKPIVGRKIC 

 

Motif IV                         xExT                  HxH                        Motif V 

 

  CreTRZ1  (232) FTGDTTSAFLDA-ETNATLEDALKAKVLCIEMTFISEDVTVEEARGKGHMHITDFVAHA--HRFQNETIVLIHFSPRYKR--------SEILHQLDIMLPPALRAKCVPLLNGIE-------- 

  VcaTRZ1  (205) FTGDTTAGFLDG-PGCATLEDALKARVLIMEMTFLCDDVTVDEARDKGHMHIADFVANA--HRFQNEAIVLIHFSPRYKR--------TDIITTLNTMLPPSLMAKCVPLLNGIE-------- 

  MpuTRZ1  (280) FTGDTSAEWIRRA----TATDALRAKLLICECTFVDDAVSPEGARDFGHTHIDELAAAARDGKFQNEAVLLIHFSARYRG--------REIEDAIAEKFPEEFAKRVTPLLVGFAP------- 

  OluTRZ1  (213) FTGDTTGDWIDDP----ANADALRAKLLIMECTFIDDAVSKHDAERFGHTHIDDIVARA--DKFQNEAILLIHFSARYKA--------EEVRAALKAKLPRALYEKCTPMLVGFD-------- 

  PpaTRZ1  (197) FTGDTTPDFILDD----ANIDALQAKLLIMETTFLDDAVTIQHAREYGHTHLSEVIKYA--NRLLNKSILFIHFSARYK---------REEILRAVEELPPPLQGRVAALTEGF--------- 

  PpaTRZ2  (322) FTGDTTSGFFLDE----ANEDVLHAKLLIMESTFLDDSTSVEDANKYGHMHLFEVLAHA--DKFKNKDILFIHFSARYQ---------QEDICKAIENIPAPLQGRVHALTEGF--------- 

  SmoTRZ1  (200) FTGDTTVDFIGDE----NNADVLRAKLLIMEATFINDSGTVEHAREYGHSHLSEIVALS--DKFQNKAILLIHFSARYS---------KQEIIEAIEKLPETLKSRTYALTEGFF-------- 

  OsaTRZ1  (204) FTGDTMADFILDP----DNADVLKAKILVVESTFVDDSVTIEHAREYGHTHLFEILNQC--DKLENKAILLIHFSARYT---------AEEIDIAINKLPPSFRSRVHALKEGF--------- 

  ZmaTRZ1  (204) FSGDTTADFILDP----DNADVLQAKILVVESTFLDDSISVEHAREYGHTHLFEITSQA--DKLQNKAILLIHFSARYT---------TEEIDAAINKLPPSFRSRVYALKEGF--------- 

  AthTRZ1  (182) FTGDTTSDFVVDE----TNADALKAKVLVMESTFLDDSVSVEHARDYGHIHISEIVNHA--EKFENKAILLIHFSARYT---------VKEIEDAVSALPPPLEGRVFALTQGF--------- 

  CsaTRZ1  (199) FTGDTTSDFIVDE----NNIDVLRAKILVMESTFLENRVKVEHAREYGHTHLFEIINHA--KKFKNKAILLIHFSARYTT--------EVFYYLFDRYGCCGLRNYSTSLKEAGFSC------ 

  GmaTRZ1  (181) FTGDTMSDFIVDE----NNTDVLRARILVLECTFVNNSITVEHARDYGHTHLSEIISYA--ESLQNRAILLIHFSARYT---------VEEIQHAVSALPPSLSGRTFALTEGF--------- 

  CclTRZ1  (190) FTGDTMSDFIVDE----ANIDVLRARILVMESTYVDDSTTVEQARDYGHTHLSEIVEYA--EKFENKAILLIHFSARHK---------VDEIRRAVDAVPAPLAGRVFALTEGF--------- 

  MguTRZ1  (208) FTGDTMSDFIVDP----ENIDALRAKILIMESTFVEDSSKVEDAREYGHTHLSEIIGYA--DMFQNKAILLIHFSARYQ---------LDVIEKAISGLPPPLAGRVFALTKGF--------- 

  AcoTRZ1  (185) FTGDTMSDFIVDP----NNVDALSAKILVLESTYVDNTMTVQNARDYGHIHLSEIKYHA--DRFHNKAILLIHFSARYK---------LDEIKAAVSAMPPSLEGRVFALTNGF--------- 

  VviTRZ1  (192) FTGDTMSDFILDH----TNVDALMARVLIMESTFVDNTVTVEHAREYGHTHLSEIVSYA--DRFQNKAILLIHFSARYT---------TDEIQEAVSALPPPLGGRVFALTEGF--------- 

  EgrTRZ1  (211) FTGDTTSDFIHDE----NNADVLRAKILIMESTFVDDKVTVEHAKDYGHTHLSEIVGCA--DRFANKAILLIHFSARHK---------REEIEAAISALGPPLAGRVFAMTEGF--------- 

  AthTRZ2  (251) FTGDTTSEYMLDP----RNADALRAKVLITEATFLDESFSTEHAQALGHTHISQIIENA--KWIRSKTVLLTHFSSRYH---------VEEIREAVLKLQSKVSAKVIPLTEGFRSRYS---- 

  MguTRZ2  (260) FTGDTTSDFFLDP----RSADALRAKILITEATFLDESVSVEHAREHGHTHLSEIMEHA--QWIRNQTVVLTHFSSRYH---------IEDIRQAVSKLQSKVSAKVIGLTEGFKSLYNT--- 

  CclTRZ2  (251) FTGDTTSEFMLNP----RNADALRAKILITEATFLDDEMSIEHAQQHGHTHLSEIIENA--KWIRNKAVLLTHFSSRYH---------IEDIRQAVLKLQSKVSAKVVPLTEGFKSVYTS--- 

  EgrTRZ2  (254) FTGDTTSDYMLNP----RSADALRAKVLITEATFLDDNISIEHAQQHGHTHLFEIIEHA--QWIRSKAILLTHFSSRYN---------VEDIRQAASKLQSKVSAKVVTLTEGFKSAYS---- 

  CsaTRZ2  (245) FTGDTTPDFMLDP----RNADALRAKILITEATFLDEAVSIEHARQHGHTHIFEIIENA--QWIRNKAILLTHFSSRYH---------IEDIRKAVSKLQSNLTAKVVPLTEGFKSEY----- 

  VviTRZ2  (251) FTGDTRSDFMLEP----RNADALRAKVLITEATFLDNGISIDHAREHGHTHLFEIIENA--EWIRNKAVLLTHFSSRYH---------IEDIRKAVSKLQSKVSARVVPLMEGFKSMYA---- 

  GmaTRZ2  (250) FTGDTTSDFMLDP----CNADALRAKIFITEATFLDDSFSIDHARQHGHTHLFEIIANA--QWIRNEAVLLTHFSPRYT---------IEDIRQAASKLQSRLSAKVVPLTEGFKSMYS---- 

  OsaTRZ2  (262) FTGDTKSDFILDP----RNADALRAKVLITEATFLDDQIDVDHAREHGHMHLSEIMEHS--QWFRNKAIVLTHFSNRYS---------LEDIRQAVSKLQSKLSSKVVALTEGFKSDYR---- 

  ZmaTRZ2  (254) FTGDTKSDFILDP----RNADALRAKVLITEATFLDDHVDVEHAREHGHMHLSEIMEHF--QWFRNETIVLTHFSNRYS---------LEDIRQAVSRLQPKLNSKVVALTEGFKSDYR---- 

  TmaTRZ1  (187) ISGDSLA---LDP------EEIRGTELLIHECTFLDARDR----RYKNHAAIDEVMESV--KAAGVKKVILYHISTRYIR-------QLKSVIKKYREEMPDVEILYMDPRKVFEM------- 

  BsuTRZ1  (208) FSGDTRV---SDK----LKELARDCDVLVHEATFAKEDRK--LAYDYYHSTTEQAAVTA--KEARAKQLILTHISARYQG-----DASLELQKEAVDVFPNSVAAYDFLEVNVPRG------- 

  HsaTRZ1  (250) ILGDCSGVV-GDG----GVKLCFEADLLIHEATLDDAQMD--KAKEHGHSTPQMAATFA--KLCRAKRLVLTHFSQRYKPVALAREGETDGIAELKKQAESVLDLQEVTLAEDFMVISIPIKK 


