Table S1. GC content per gene and codon position.

across all taxa averaged within major clade
gene codon max min average var(%)| A C E H M N P var (%)
RAGI1 1 |524 507 51.7 33 (519 515 515 520 S51.6 51.8 512 1.6
RAGI1 2 382 373 379 25 (379 38.0 379 377 379 376 379 1.0
RAGI1 3 |63.3 583 60.8 82 |61.6 60.7 594 62.1 59.6 59.7 593 4.7
BRCAI 1 |46.5 426 44.6 89 | 453 443 449 441 440 442 442 3.1
BRCA1 2 |399 37.1 385 74 |38.6 38.6 388 39.1 383 373 38.0 4.5
BRCA1 3 |29.1 25.7 272 12.3 | 27.1 27.0 275 269 273 278 278 33
vWF 1 |67.0 62.6 64.7 6.8 | 647 644 639 645 651 668 64.6 4.5
vWF 2 (393 363 382 7.9 385 37.7 37.0 385 38.6 384 379 4.2
vWF 3 |884 795 84.6 10.5 [ 856 843 795 844 82.8 87.6 834 9.7
RAG2 1 |514 49.0 502 4.8 |50.0 505 504 50.5 502 503 499 1.2
RAG2 2 [41.0 39.0 40.1 50 | 405 400 39.8 39.8 39.8 393 402 3.1
RAG2 3 |48.7 424 456 13.8 | 452 458 455 47.1 46.0 452 44.6 5.6
12S16S  na |42.4 39.0 40.6 84 |41.1 40.6 422 400 39.7 402 403 6.2
Cytb 1 (532 47.1 50.5 12.1 | 503 51.0 513 519 49.7 502 493 5.2
Cytb 2 |38.7 369 37.8 48 379 375 382 382 38.0 376 375 1.9
Cytb 3 |50.5 348 428 36.7 | 443 435 502 408 384 423 413 27.6

NOTE - Clades labels: A = African clade, C = Cynopterinae, E = Eidolon helvum, H = Harpyionycterinae, M = Macroglossini, N = Nyctimene,
P = Pteropodini



