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  Figure A2.1: Phylogeny of family level (approximate) mitochondrial sister pairs (n=28). Total (T), 

synonymous (dS) and nonsynonymous (dN) substitution rates were estimated for each branch of the 
phylogeny. Ratios of dN/dS (ω) were estimated for each member of the sister pair. Feliformes 1: Felidae; 
Feliformes 2: Hyaenidae, Eupleridae, Viverridae and Herpestidae. Mysticeti 1: Balaenopteridae, 
Eschrichteridae, and Neobalaenidae. Mysticeti 2: Balaenidae 
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Figure A2.2: Phylogeny of deep mitochondrial sister pairs (n=9). Total (T), synonymous (dS) and non-
synonymous (dN) substitution rates were estimated for each branch of the phylogeny. Ratios of dN/dS (ω) 
were estimated for each member of the sister pair. 
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  Figure A2.3: Phylogeny of shallow mitochondrial sister pairs (n=27). Total (T), synonymous (dS) and non-

synonymous (dN) substitution rates were estimated for each branch of the phylogeny. Ratios of dN/dS (ω) 
were estimated for each member of the sister pair. Caprini_1: Capra, Pseudois, Hemitragus, Ammotragus 
and Arabitragus; Caprini_2: Ovis, Rupicapra, Budorcas and Nilgiritragus; Papioni_1: Macaca; Papionini_2: 
Papio, Lophocebus, Theropithecus, Mandrillus and Cercocebus. 
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  Figure A2.5: Phylogeny of nuclear mammalian sister pairs (n=31). Total (T), synonymous (dS) and non-

synonymous (dN) substitution rates were estimated for each branch of the phylogeny. Ratios of dN/dS (ω) 
were estimated for each member of the sister pair. Ursidae_1: Ailuropoda; Ursidae_2: Ursus, Helarctos 
and Tremarctos; Feliformes_1: Eupleridae, Herpestidae and Hyaenidae; Feliformes_2: Viverridae; 
Pteropodidae_1: Nyctiminae and Cynopterinae; Pteropodidae_2: Harpiyonycterinae, Macroglossinae, 
Pteropodinae, Rousettinae and Epomophorinae; 
 



	
  

Hominoidea

Cingulata

Ursidae_1

Furipteridae

Pteropodidae_1

Feliformes_2

Emballonuridae

Ursidae__2

Mysticeti

Phocidae

Hipposideridae

Equidae

Nycteridae

Soricidae_and_Erinaceidae

Ochotonidae

Pseudoungulata

Tapiridae_and_Rhinocerotidae

Pteropodidae_2

Felidae_Felis

Megadermatidae_and_Craseonycteridae
Rhinopomatidae

Afroinsectivora

Pilosa

Talpidae

Procyonidae

Noctilionidae

Sciuridae_and_Aplodontidae

Lorisiformes

Rhinolophidae

Natalidae

Cricetidae

Odontoceti

Vespertilionidae_and_Molossidae

Cercopithecoidea

Otariidae_and_Odobenidae

Mormoopidae

Leporidae

Feliformes_1

Muridae

Lemuriformes

Phyllostomidae

Felidae_Panthera

Mustelidae

Gliridae

	
  
	
  
	
  

Figure A2.5: Phylogeny of nuclear eutherian sister pairs (n=22). Total (T), synonymous (dS) and non-
synonymous (dN) substitution rates were estimated for each branch of the phylogeny. Ratios of dN/dS (ω) 
were estimated for each member of the sister pair. Ursidae_1: Ailuropoda; Ursidae_2: Ursus, Helarctos 
and Tremarctos; Feliformes_1: Eupleridae, Herpestidae and Hyaenidae; Feliformes_2: Viverridae; 
Pteropodidae_1: Nyctiminae and Cynopterinae; Pteropodidae_2: Harpiyonycterinae, Macroglossinae, 
Pteropodinae, Rousettinae and Epomophorinae; 
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Figure A2.6: Phylogeny of nuclear metatherian sister pairs (n=7). Total (T), synonymous (dS) and non-
synonymous (dN) substitution rates were estimated for each branch of the phylogeny. Ratios of dN/dS (ω) 
were estimated for each member of the sister pair. 



	
  
	
  
	
  


