
Alignment Model AIC !AIC

Free Rates 610735

Equal Rates 611522

Free Rates 232368

Equal Rates 232728

Free Rates 550483

Equal Rates 549353

Free Rates 100645

Equal Rates 100839

Free Rates 101602

Equal Rates 101961

Free Rates 389606

Equal Rates 388819

Additional File 4: Tests for Rate Variation

Free Rates Model: where a separate substitution rate was estimated for
each branch; Equal Rates Model: Terminal branches within each pair had
equal substitution rates. AIC: Akaike Information Criterion Score
calculated in HyPhy 2.0 for each model. !AIC: Difference in AIC scores
(Free Rates - Equal Rates). Negative !AIC scores >10 indicate
significantly better fit of model to free rates model. Positive !AIC scores
>10 indicate significantly better fit of model to equal rates model
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