Additional file 2. 
Figure S1 The coding DNA sequence alignment of primate RHOXF2. The coding DNA sequences of chimpanzee are denoted by schematic figures. Rhesus macaque (RM) CDS was inferred from cDNA; Pig-tailed macaque (PTM), black leaf monkey (BLM) and grey leaf monkey (GLM) CDSs were inferred from clone sequencing of genomic DNA. ‘.’ indicates identical to the first sequence in each alignment. 
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