Additional file 5. Figure S3 The ERV sequence alignment in human (hum), chimpanzee (CHP), gorilla (GOR), orangutan (ORA) and rhesus macaque (RM). ‘.’ indicates identical to the first sequence in each alignment. ‘-’ indicates an alignment gap.
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CCGGGGAGCCTATGGT CTCTATGGAAATAGGGGGTCAATTAATGGATTTTTTTGGT CGATACTGGTACTGATTTCTCTGTGGTAACTCACCCAATTAGCCTCCCCACAAAGAACTGTGCTACTATTGTAGGGGCTACTGGGGCCAAAARA
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CTGCGTAGCCTATAATCTCTATGGAAGTAGGGGGCCAATTAATT-AATTTTTTGGT CGATACTGGTACTGATTTCTCTGTGGTAACTCACCCAATTAGC-CTCCCCACAAAGAACT GTGTTACTATTGTAGGGGCTACT GGGGCCARAAGA
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CCGGGTAGCCTATGATCTCTATGAAAGTAGGGGGCCAGTTAATTGATTTTTTTGGTCGATACTGGTGCTGATTTCTCTGTGGTAACT CACCCAATTAGCCCCCCAACAAAGAACTGTGCTACTATTGTAGGGGTTGCTGGGGCCAAAGAA
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