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Figure S4. Alignment of MEPE showing the functional motif and the amino acids under positive selection. The red positions represent sites under positive selection in one analysis and blue dots represent sites under positive selection in at least two different analysis. The functional regions are inside black boxes: 1- Signal peptide, 2- RGD, 3- SDGD, 4- Regulatory region, 5 – N-glycosilation sites and 6 – ASARM.
