
Additional file 1: Table S1. Primers and annealing temperatures used for PCR prior to 

cloning and sequencing. CHS primers are taken from Koch et al. [1], scADH primers from 

Wright et al. [2], and trnL-F primers from Taberlet et al. [3]. Length gives the length of the 

final alignments. # seq gives number of sequences included in the final alignments. RM gives 

minimal number of recombination events for each region [4]. 

 

Region GenBank no. Primer names Primer sequences (5'-3') Length 

/bp 

# seq RM 

CHS GQ386503- CHS-FOR1 CTTCATCTGCCCGTCCATCTAACC 1452 86 16 

 GQ386588 

 

CHS-REV5 GGAACGCTGTGCAAGAC    

scADH GQ386589- scADH-F GGCATTCCTCCAGCGAC 1626 67 24 

 GQ386654 

 

scADH-R CTTCCGTCGTCGTCTCTTC    

trnL-F GQ386471- c CGAAATCGGTAGACGCTACG 700 32 1 

 GQ386502 f ATTTGAACTGGTGACACGAG    
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