Additional file 1
Transcripts uniquely mapped to retrogenes.
	Gene Name
	Transcripts

	RPS3AP5
	BG827133, BQ304679, BG180066, BF088835, EC488010, EC529310, BQ318052, EC500271, EC444641

	XXyac-R12DG2.2
	BM702699, AL538339, CB105370, AA402745, BU627860, AL524734, AA701879, AL538338, AI248633, AI241463 and so on (number of mapped transcripts>10)

	HSP90B2P
	AY956768

	HSP90AA4P
	AY956760

	HSP90AA5P
	AY956761

	CSMD3
	AB114605

	WBP2NL
	BC038789 ,  BI461473

	AC019016.1
	BC028192, DB527361, DB518216, BI825331, BI831584, BC066972, BG723778


Listed transcripts all spanned the introns of their mapped retrogenes. For XXyac-R12DG2.2, there are 11 annotated transcription patterns, of which 4 are involved to intron gain in the retroposed region (ENST00000379050, ENST00000522673, ENST00000519494 and ENST00000330825). The existence of the new intron in ENST00000379050 is supported by BM702699, while that in ENST00000522673, ENST00000519494 and ENST00000330825 are supported by other transcripts. AC019016.1 transcribed in two ways, CSNK1A1P (UCSC Gene Name; [S1, S2]) and ENST00000430593. The gene structures of these two transcription patterns are supported by BC028192, DB527361, DB518216, BI825331 and BC066972, BG723778, separately.
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