Dgrimshawi
Dmojavensis
Dvirilis
Dwillistoni
Dpersimilis
Dpseudoobscura
Dananassae
Derecta
Dyakuba
Dsechellia
Dmelanogaster
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Ccapitata
Boleae
Clade Rw=1
Basal D w>1
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Dgrimshawi
Dmojavensis
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Dwillistoni
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G G FT--FPSSS----- G EFA------- GVINGGSANSL----- GGLCNM-PMA L LCGLSI1GSGG --LM PRIN
G G FT--FPSSS----- G FP------- GGINGGSANSL----GGNICNM-PMA L LCGLSIGSGG - -ILMNDQIR(T
G G FT--FPSSS----- G FP------- GGINGGSANSL----GGNICINMPPMA L LCGLSIGSGG ——.M QRIN
G G FPT--FPSSS----- G FP----- GGGGNGGSANSL---GGGNMCNMPPMA L LCGLSLGSGG --LM HIR|P
G G FS|--FPSSS----- G EFPGGGGIGIGANGGSANNL----GGNMCNLLPM L LCGLSLGSGG HMMMHDQIR|S
G G FS--FPSSS----- G EFPGGGGIGIGANGGSANNL----GGNMCNLLPM L LCGLSLGSGG HMMMHIDQIR|S
G G FS--FPSSS----- G FPGC---GIGGNGGSANSLGGGGGGNMCINLPPM L LCGLSLGSGG H-MLINDQRIP
G G FS--FPSSS----- G FPGCG--GSGGNGGSANNL---GGGNMCHLPPMA L LCGLSLGSGG --LM P RIA
G G FS|--FPSSS----- G FPGCG--GSGGNGGSANNL---GGGNMCHLPPMA L LCGLSLGSGG --LM PRIA
G G FS--FPSSS----- G FPGCG--GSGGNGGSANNL---GGGNMCHLPPMA L LCGLSLGSGG --LM PRIA
G G FS--FPISSS----- G FPGCG--GSGGNGGSANNL---GGGNMCHLPPMA L LCGLSLGSGG --LM PRIA
G FIlS SYP GPSAMNP RGRGG FSGCG-------- SAM-------- GSMCNMAPAQSST L —.G———GDGGGG ————— TQAVNG
G FIES SYPGPS-MN--RRGG F GGG————GGGGG.M ———————— GSMNNMVNAAST LN--CG----GGGGRD---GHGGGSNG
G FIES S PGP -MN--RRI-G FSGGGGGGSGGGGGAM=- - == = - - - GSMNN-APA I LN--CG---SGGGGGD---GHGGGSNG
1 1 1 1 1 11 1 1
RRM1
G
LP M LYALF IG.I C G AFVDF M \" LKV A LYV L G L LT GRPRGVAFV AQEA | 253
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LTGRPRGVAFV AQEA | 253
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LTGRPRGVAFV AQEA | 254
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LT GRPRGVAFV A Al 257
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LT GRPRGVAFV A Al 263
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LTGRPRGVAFV AQEA | 263
LP M LYALFRAIGP I C G AFVDF M \" LKV A LYV L G L LTGRPRGVAFV AQEA | 264
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LTGRPRGVAFV AQEA 261
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LTGRPRGVAFV AQEA 261
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LT GRPRGVAFV A Al261
LP M LYALFRAIGP I C G AFVDF M \ LKV A LYV L G L LT GRPRGVAFV A Al261
LP M LYALF CGP | C G AFVDFA I \ LKV A LYV L L LTGRPRGVAFVRF AQEA | 246
LP M LYALF I GP | C G AFVDFAA \" LKV A LYV L L LTGKPRGVAFVRF AQEA | 246
LP M LYALF I GP | C G AFVDFA \" LKV A LYV L L LTGKPRGVAFVRF AQEA |249
1 1 1
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RRMZ

LA GKA MGMG- - - - - = — - = — — - PPQVPPPPPPPP-PHMAS- - L P--YL
LA GKA MGMG- - = - === — = — — - PPQAPPPPPPPP-PHMAAGF L P--YL
LA GKA MGMG- - - - === == — — - PPQAPPPPPPPP-PHMAAGF L P--YL
LA GKA MGMG- - - - == = - - - PSPPNVPPPPPPPP-PHMAAGF L P--YL
LA GKA MGVP - - - - - - —oo - APNAPPPPPPPP-PHMAAGF L P--YL
LA GKA MGVP - -—-———————— APNAPPPPPPPP-PHMAAGF L P--YL
LA GKA MGVP - - - ———————— APNAPQPPPPPPLPHMAAGF L P--YL
LA GKA MGVA- - - -————-——— APNVPPPPPPPP-PHMAAGF L P--YL
LA GKA MGVA-----—-—--—— APNVPPPPPPPP-PHMAAGF L P--YL
LA GKA MGVV--- oo oo PANVPPPPPQPP-AHMAAAF - L P--YL
LA GKA MGVV - - oo o PANVPPPPPQPP-AHMAAAF - L P--YL
LA GKM LGM- = = - - — = - - - - - GPPAAP IPAAGPG M KV-HPYHNPQKEF I
LA GKA LGLIGGGGGGGGGGGGGGGGMGGPPPPP - - -MNMGYNNMVHR-GRQNKSRF- - - — - - - - - - - - - - - — NAQKIF I
LA GKA LGLI----GGGGGGGGGGGGMGGPPPPP---MNMGYNNMVHR-GRQNKSRF- - - - - - - - - - - oo oo - = NAQKIF I

1 1 1 1 1 1
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