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BgP62__fl -----------------------------------------------------------------MDTFTPYTFLQCPCSETSQTCRSIREDLGQDKG--
BofP62__fl -----------------------------------------------------------------MSTFKPYTYFQCPCSDTSIPANSSTPPDSPTHE--
ScsP62__fl -----------------------------------------------------------------MSTFKPYTYFQCPCSDTSTLANSSTPPGSPSLE--
EcfP62__fl -----------------------------------------------------------------MALPVPYTFIQCPCSDLSAAENGNTSSGSEE----
HjP62__fl -----------------------------------------------------------------MSPLTPYTYIQCPCSDQTVFHPGGAAS--------
HpvP62__fl -----------------------------------------------------------------MAPLTPYTYIQCPCSDQTVFGPGGAAS--------
TraP62__fl -----------------------------------------------------------------MSLSTPYTYIQCPCSDQTVLNSGNALS--------
GimP62__fl -----------------------------------------------------------------MALVIPYTYIQCPCSDNSPPDLPQARQ--------
GzP62__fl -----------------------------------------------------------------MAPVIPYTYIQCPCSDNSPPDQQTPQTPTS-----
TumP62__fl ------------------------------------------------------------MAPRSTTYSFPTVHISCPCDESIAITPMSPTKPGAPAAP-
NhP62__fl -----------------------------------------------------------------MAPVIPYTYIQCPCSDLSPPDLPDSPQPQ------
FoP62__fl -----------------------------------------------------------------MALVIPYTYIQCPCSDNSPPDLPQARQ--------
VaP62__fl -----------------------------------------------------------------MAPLTPYSYIQCPCSDSSPAADSSAAKGEP-----
VdP62__fl -----------------------------------------------------------------MAPLTPYSYIQCPCSESSPAADSSAAKGEP-----
CrpP62__fl -----------------------------------------------------------------MAAITPYTYIQCPCSDPANVSRHNHNDPTTPLQTE
MagP62__fl --------------------------------------------------------------------MAPYTYIQCPCSDPSDLGRSQGSSSPTQSTPT
ChgP62__fl -----------------------------------------------------------------MAALTPYTYIQCPCSDFSTLGRSSDPNLPGGTEAD
ThP62__fl -----------------------------------------------------------------MAALAPYTYIQCPCSDAATLGRPSDPNSSTGADAE
TitP62__fl -----------------------------------------------------------------MAALTPYTYIRCPCSDVSAPGRPLDGSSPMAAAAD
PoaP62__fl -----------------------------------------------------------------MAPLNPYTYIQCPCSDSASLGRPSDATSPTSA---
NcP62__fl MFGNNRLPAFHPGLTQSRIRDTTTGSGLWFPGLRSPPL---PSESDPANDQLPLPITPEDLYDTPMAPFNPYTYIRCPCSELNPYTKRTPDVTAQGLSRA
NedP62__fl MFGNNRLPAFHPGLTQSRIRDTTTGSGLWFPGLRSPPL---PSDSQSANDQLPLPITPEDLLHTPMAPFDPYTYIRCPCSELNPYTKRTPDVTAQGLSRA
NetP62__fl MFGNNRLPAFHPGLTQSRIRDTTTGSGLWFPGLRSPPL---PSESDPANDQLPLPITQEDLYDTPMAPFNPYTYIRCPCSELNPYTKRTPDVTAQGLSRA
SomP62__fl MFGNNRLPAFHPGLTQSRIRDTTTGNRLWFPGVRSPPSESSPSDSDPPNDQLPLPITPEDLYDTPMAPFNPYTYIRCPCSELNPYAKRTPDVTAQGLSRA

Nc = Neurospora crassa, Ned = Neurospora discreta, Net = Neurospora tetrasperma, Som = Sordaria macrospora 

transcription startupstream methionine


