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//

H1 17 HfIAM4FL
H2 15 HfLIT1FL
H46 38 HfCRO1SC
H45 28 HfMCK1GA
H42 5 HfWCMS1
H41 4 HfPOR2LA
H40 4 HfPOR1LA
H39 27 HfWOL1FL
H38 29 HfBEV1GA
H37 9 HfOCH2FL
H36 26 HfBUG2FL
H35 26 HfBUG1FL
H34 37 HfBAH2SC
H33 31 HfICH2FL
H32 31 HfICH1FL
H31 2 EF017525
H30 3 HfBOG1LA
H29 7 HfFIV2FL
H28 14 HfCES1FL
H27 18 HfSHE1FL
H26 12 HfHIL6FL
H25 12 HfHIL1FL
H24 11 HfMOO1FL
H23 20 HfLOV3FL
H47 32 HfHIR11FL
H22 1 HfBNE1LA
H21 44 HfCAN1SC
H20 16 HfWAK5FL
H19 22 HfNAT5FL
H18 22 HfNAT1FL
H17 8 HfCRO1FL
H16 24 HfTRA6FL
H15 24 HfTRA3FL
H12 10 HfWOM2FL
H13 10 HfWOM7FL
H14 10 HfWOM8FL
H11 10 HfWOM1FL
H10 19 HfMCB4FL
H43 19 HfMCB11FL
H44 19 HfMCB12FL
H9 19 HfMCB1FL
H6 25 HfWAC2FL
H7 25 HfWAC4FL
H8 25 HfWAC6FL
H5 25 HfWAC1FL
H4 42 HfWAR2SC
H3 14 HfCES5FL
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