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…gaggcagct 
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-ag..ag g..gt- P2 

-ag..at g..gt- P2 P1 

(19aa) 

(19aa) 

(19aa) 

-ag..ac g..gt- 
227bp 276bp 

-ag..at g..gt- 
595bp 

P1 
165bp 66bp 1015bp P2 

g..gt- -ag..at 
222bp 

P1 56bp P2 121bp 1573bp 
MASDS…FMR 
 

MRIPV       DAST… 

MASNS…FFW MRIPV   DVSV… 

P1 MASNS…FIR MRIPV   DPST… P2 

MASNS…FFW MRIPV   DPSA… 

P1 MASNS…LLR MHIPV   EPPT… 

P1 MASNS…LRK P2 MVFLWDAKY   DPAP… 

MmRunx1  
Distal (19aa)        
MASDSIFESFPSYPQCFMR^[g..gt-ag..at]^     

Proximal 
MRIPV^DASTSRRFTPPSTALSPGKMSEALPLGAPDGGAALASKLRSGDRSMVEVLADHP…  

MmRunx2  
Distal (19aa) 
MASNSLFSAVTPCQQSFFW^[g..gt-ag..at]^ 

Proximal 
MRIPV^DVSPVVAAQQQQQQQQQQQQQQQQQQQQQQQQQQQQQEAAAAAAAAAAAAAAAAAAVPRLRPPHDNRTMVEIIADHP…

MmRunx3  
Distal (19aa) 
MASNSIFDSFPNYTPTFIR^[g..gt-ag..ac]^ 

Proximal 
MRIPV^DPSTSRRFTPPSTAFPCGGGGGGKMGENSGALSAQATAGPGGRTRPEVRSMVDVLADHA…

 

TrRunx1   
Distal (19aa) 
MASNSIFETVLSCHSALRK^[g..gt-ag..ac]^ 

Proximal 
MVFLWDAKY^[g..gt-ag..ac]^DPAPGRRYTPPSTTLGSGGKMAEALPLGAQEAGGGGALMGKLRMADRSMME^[gt-ag]^

TrRunx2   
Distal (19aa) 
MASNSLFSTVGPCQQNFFW^[g..gt-ag..at]^ 

Proximal 
MRIPV^DPSATRRFSPPSSSLQPVPGKMNDVSSPTGQPDAAAAVPRLRPHENRSMAEIIADHP… 

TrRunx3  
Distal (19aa) 
MASNSIFDSLSSYSNSLLR^[g..gt-ag..ag]^ 

Proximal 
MHIPV^EPPTTRRFTPPSTSFPCSKIGDSNGAMATPGPLRSRPDTRNMVDVLADHA… 
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