
TAA

N. crassa 
VDAC (283 aa)

V + ATG

44

0.31

122

0.14

30

0.36

502

0.07

149

TAG

1–15 16 – 56 57–66 67 – 233 234 – 283

0 0 1 0Phase

Intron (kb)

Residues

C. neoformans
var
neoformans  
VDAC (292 aa)

III - ATG

30

0.05

195

0.08

183

0.06

280

0.05

186

TAA

1–10 11 – 75 76 – 135 136 – 231 232 – 292

0 0 0 0Phase
Intron (kb)

Residues

A. thaliana
VDAC1 
NP_18677 
(276 aa)

ATGIII + Phase

Intron (kb)

Residues

0.49 0.08

67

0.23

110 86 208 304

TGA

48

0.11 0.10

1–16 17 – 39 40 – 76 77 – 105 106 – 175 176 - 276

1 0 0 0 2

A. thaliana
34 kDa porin 
NP_201551 
(276 aa)

V + ATG

48

0.23

67

0.58

110

0.09

208

0.08

304

TGA

1–16 17–39 40 – 76 77 – 105 106 – 275

1 0 0 2Phase

Intron (kb)

Residues

ATG

48

A. thaliana
36 kDa porin 
NP_200557 
(274 aa)

V -
0.08

67

0.29

110

0.08

208

0.07

302

TAA

1–16 17–39 40 – 76 77 – 105 106 – 175

86

0.09

176 – 274

1 0 0 0 2Phase

Intron (kb)

Residues

ATG

48

A. thaliana
34 kDa porin 
(274 aa)

V -
0.45

68

0.18

110

0.10

86

0.10

208

0.09

87

TGA

1–16 17–39 40 – 76 77 – 105 176 – 274106 – 175

1 0 0 0 2Phase

Intron (kb)

Residues

O. sativa
VDAC1   
(274 aa)

XI + ATG

45

0.13

22
0.98

111

0.37

86

0.09

210

0.64

303

TGA

1–15 16–23 23 – 75 76 – 104 105 – 174 175 – 274

1 0 0 0 2Phase

Intron (kb)

Residues

O. sativa
VDAC2   
(280 aa)

V + ATG

64 67

0.15
1.32

89110

0.13 0.09

208

0.39

301

TGA

1–21 22 – 44 45 – 81 82 – 111 112 – 181 182 – 280

1 0 0 0 2Phase

Intron (kb)

Residues

O. sativa
VDAC3   
(275 aa)

I - ATG

43

0.14

67

0.67

110

0.10

89

0.09

208

0.17

307

TGA

1–14 15–37 38 – 74 75 – 104 105 – 174 175 – 275

1 0 0 0 2Phase

Intron (kb)

Residues

22 – 67 68 – 124

Intron (kb)
C. elegans 
VDAC         
(283 aa)

IV - ATG

63

0.07

143

0.16

174

0.16

263

0.04

221

TAG

1 – 21 125 – 210 211 – 283

1 2 2 2Phase

Residues

S. purpuratus
VDAC         
(284 aa)

Un + ATG

63

0.50

54

0.67

84

0.78

117
1.12

108

0.34

114
1.31

210
1.49

93

1 – 21 22–40 41 – 69 70 – 109 110 – 146 147 – 185 186 – 256 257– 284

1 0 1 2 2 2 1Phase

Intron (kb)

Residues


