HSA_Y2
PTR_Y?
MFU_Y2
HSA_Y1
PPA_Y1
PTR_Y1
GGO_Y1
PPY_Y1
MFU_¥1
HSA_X

CAE_X

MFU_X

HSA_Y2
PTR_Y?2
MFU_Y2
HSA_Y1
PPA_Y1
PTR_Y1
GGO_Y1
PPY_Y1
MFU_¥1
HSA_X

CAE_X

MFU_X

HSA_Y2
PTR_Y2
MFU_Y2
HSA_Y1
PPA_Y1
PTR_Y1
GGO_Y1
PPY_Y1
MFU_Y1
HSA_X

CAE_X

MFU_X

HSA_Y2
PTR_Y?2
MFU_Y2
HSA_Y1
PPA_Y1
PTR_Y1
GGO_Y1
PPY_Y1
MFU_¥1
HSA_X

RibosomaI_SAHE N terminal

S4

= 0 0 a0 —
[ U U OO e S
MARGPKKHLERVAAPKHWMLDEKLTGVFAPRPSTGPHELRECLPLIVFLRHRLEYALTGDEVEKK CMi'HFE
................................................................... R|-|1
............................................. looccoooooocooonoooaooaoao dGYH|
................................................................... Rl |1
................................................................... R|-|1
................................................................... R|-|1
................................................................... R|-|1
................................................................... R|-|1
------------------------------------------------------------------- R|-|1
............................................. loccoococooococonocoonaoaao diH]|
............................................. loocooooooocoonoooaooaoao dGYH|
............................................. looccooooooocoonoooaooaoao dE R
sS4 0 @ RibosomalS4E - il 10 130 1
||| I 1 1 1 1 | | 1 1 1 1
KIDGKVRVDITYPAGH VISIEKTGEHFRLVYHTKJCFAVHRI TVEEAKYKLCKVRKITVGTKGIPHLY
................ M coocoooooodpodlllfacocnoccococconnoconooococconnoonoanna
......... V......M coocoooooodlpodlllfacocnocaioconnoconooooconnoonoanna
......... V......M coocooooood|podlllfecocnoccococonnoconoooocconalonoaonna
......... V......M coocoooooodpodlllfacocnoccococonnoconoooocconaYonoanonoa
......... V......M e 1 | e s
......... V......M McccoocooadMpodlil]pcccconocoscocoonoconoocoocodaconsoa
................ M e N M 1 11 "oocooooooooooocosoooooldocoosoo
......... L 1 I e I 1 O L T I
....... T........JMm D i | e 1.|D B cocoocollocooocoonoconoalfononoooonnoa
....... T........JM (i i | e 1.|D Bk cocoocollocoooconoconoalfFoononoooonnoa
....... Tooooooo 4l o i 1.0 0l ccccocolfoooooococococoocalFaooooonoooa
Ribosomal_S4E 1 160 170 KOW 120 =] 1] 210
| | ] ] ] [P [ [N e e FRPRSUR RSN I I [ |
THDARTIRYPDPLIKVHDTVQIDLGTGK)TSFIKFDTGHVCMY I|AGANLGRYGYITHRERHP GS[CDVVHY
........................................... L | [
............ v.......R. 5 N ccccoccocoood|fllacocconocconooooo oo EEEE
............ v...............JIH.§......L |/f]l ccccoconcoconoooanoo oo |
............ V. ..............IH_}J......L |Gl c cccoconooooo0ao oo o GGG
............ v...............JIH.§......L |/f|l ccccoconoconoooanoo oo |
............ v...............JIH.}J......L /f]l cocccoconoconoooaoo oo |
............................ IH.§. .. ... G} e e e e e e e Fe
............................ 1H. cBocoooood[fl cconoocooooooono oo .
................... | . E. p.§......L...TG}.....1....c0ccv.o..F.....
................... | . E. b.f§......L...TG}.....1...cooc....JF.....
................... | . E. p.i......L G O aF . L L ..
0 =0 210 23 260
KDAHGHSFATRISHIFVIGHGHKPWISLPRGKGIRLTIAEERDKRLAAKOSSG
T T T
........... L. e e e e e T
........... L. ... r i i i i i s e A T
........... L. . ir i i s i i s e A T
..................................... e
............................................... T.....
........... e
........... L. ... K e e e e e e e e s
........... L. ... K e e e e e e e e e e



