Additional file 10 :

B. Left extremities
1|0 20 30 40

CCGCAGTAAAATTTCTGAATTTTATATTITTTTAAATTATGCA
CCGCAGTAAATTTTCTGGATTTGATATTITTITCAAATCATGTA
TCGCATTAACGTTGATTTTCCAAACAATTTCCTGGGATGGEG
CCGCAGATGTCTGACAAATTTATCTATTTTTTAGCTAATATA
18Mmad_L TGCTIRRCGGEAGGTAAACCTATAAATTAATATCATTAATTTTATATCT
I5Mmal_L TACTCRCGGCAGGTAAACATATAGATTAATATTATTAATTTTATATCT
15Macs_L TAGARNCGGCAGGTAAACAAATATCTTAATATTATTACTTTTATATCT
1SMbat2_L TAGARNCGGCAGGTAAACATATATGTTAATATAATTAATATTCATATC
1SMhuS_L CATARPCGTEAGATCTATTACAATTTTATATAATAGTAAACTATATAA
1SMhu7_L GACACHCGGCAGCAACGAGTGTTACGAAACATAATTTTTGTACAAACA
ISTth3 L GACARNCCGCACCCCTCTCCCTTGGCCTTAGGATTT TGGGATGGAAAC
1SPIu4_L GTCARRCCGCACCGTATTTCTGATTTAAAAATAATGTGATCTTACACA
1SCwal_L CAGARTCCGCACTTCAAAAAGTAGCATTAAATACTACAAGCCTGGEET
15Mhud_L TTACCIRTCGCTGATCTTATAAGGTAAATGTTAAATTATAAAGCTTAAC
15Mma20_L BETGACIITGACAGTAATATAAAAATAAGTGCTCTTITGTTTTGTGTTGTT
15Mac23 L TTAGIRTGACATTTCTATAAAAATAAATACTCTTATTTTCGTTATTGE
1SMycai_L GAAGIICCCECTTGTAGGGGCGGGCTGAGTTTCGATCTGTTTCGTGAG
15Masp1_L GGACIRTCTTGCAGAAATCTAAGATTCATATTTAAAAACAGCAAGATA
1SPphi_L GGAAGIRCCAGGTCTATTTTTCATTAACTCTTTATAGGCAGTATTTTTA
154z06 L GGAGIRRCGACAGTTCAGCCCGAARAAACGCCGTTITTITGAAAACCCECC
151548 L TGACIRRGGCTCACGGTTTCCGGTTTGGGGTAGTGGCGGGTTCTTGACC
15Mhug_L TCATCRACTGGATCATAGGCGCATAAGAAAACTTGTTTTAAGTCTAAT
15Mac12 L TGACIRCCCACTAATTTAGGCACAACTCCTCTTTITTIGCTTTAATTTCA
ISMac10_ L BTTTAGIITCAAAGAAACGCGATTTTAACCTCAATTTTICTCTAAAAAACA
15Archg L ETTGACIITCAAAGATAACTGAAACTGCCCCTATTTCCCGAAGTTTTTCG
15Mbov3 L TACGIERTCCCACTTAGTCGCGAAAACACTCAGTTTTCGGCGGCTATAT
151634 _L TACGIRRTCCECACTTAGTCGCGARAACACTCAGTTTTCAGCGGCTATAT
1SMhp1_L TGAGIRTCCCAGTTTGATGGCGAAAATTCACTTTTTAGTGAATATGAA
1SMmy1_L TEAATTINGGACACTATATAATTTTAATAATTTACTAAAAAATTCTTATT
1SMbovz_L AMTTIRRGGACACTATATAATTTTAATAATTTACTAAAAAATTCTTATT
15Tvo4_L TTAACRCTCTATTTTTTACGTTATAGATCACATTATCGATATTCACGA
ISFacg L TTAACHCCACAAATTTATAGGGAATACATCCATTATTATTTTTAATTC

1SMmat18_L BETACT
15Mbat1_L @GCACT|
15Nith2_L TGCA
1SMbat3 L @TGTCT

CCTAAATTCCGCAGT TAAATGTATATATTATTATTTTTTAA+TTTTTACA

IRL

A. Transposase based dendrogram

. ISMma18 Methanosarcina mazei Euryarchaeota
Fami Iy 1S1634 ISMbal1l Methanosarcina barkeri Euriarchaeota
ISMth2 Methanosaeta thermophila Euryarchaeota
ISMbal13 Methanosarcina barkeri Euryarchaeota
ISMma4 Methanosarcina mazei Euryarchaeota
E ISMma3 Methanosarcina mazei Euryarchaeota
ISMac5 Methanosarcina acetivorans Euryarchaeota
ISMba12 Methanosarcina barkeri Euryarchaeota
ISMhu5 Methanospirillum hungatei Euryarchaeota
ISMhu7 Methanospirillum hungatei Euryarchaeota
ISTth3 Thermus thermophilus Deinococcus-Thermus
ISPlu4 Photorhabdus luminescens Proteobacteria
ISCwal Crocosphaera watsoni Cyanobacteria
ISMhu4 Methanospirillum hungatei Euryarchaeota
——— ISMma20 Methanosarcina mazei Euryarchaeota
L IsMac23 Methanosarcina acetivorans Euryarchaeota
ISMycal Mycobacterium canettii Actinobacteria
ISMasp1 Magnetococcus sp. Proteobacteria
— ISPph1 Pelodictyon phaeoclathratiforme Bacteroidetes / Chlorobi
ISAz06 Azoarcus sp. Proteobacteria
1S1549 Mycobacterium smegmatis Actinobacteria
T ISMhu8 Methanospirillum hungatei Euryarchaeota
L ISMac12 Methanosarcina acetivorans Euryarchaeota
T ISMac10 Methanosarcina acetivorans Euryarchaeota
L ISArch8 host unknown phylum unknown
— ISMbov3 Mycoplasma bovis Firmicutes
L — Is1634 Mycoplasma mycoides Firmicutes
ISMhp1 Mycoplasma hyopneumoniae Firmicutes
— ISMmy1 Mycoplasma mycoides Firmicutes
L ismbov2 Mycoplasma bovis Firmicutes
1STvo4 Thermoplasma volcanium Euryarchaeota
ISFac6 Ferroplasma acidarmanus Euryarchaeota

C. Right extremities
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1SMmat18_R BECACTIRRCCGCACTATTTTTTCATACATAATATTTTTICGTACTTTTCTC
I5Mbati_R TACTIRFCCGCAGTATTTTTTCACATATAATATTTTICGTATTTTTCTC
1SMth2_R CACATTCCGCATTAACGCTCCATTCCGTAGTATTTTITCGCATTCTGET
15Mbat13 R BTGACCIRCCGCAGATGTCTCCTCAAAAGTAGTATTTTITCACAATTTTTC
15Mma4_R TACARTCGGCAGGTTAACGTAATTAGAGATATATATTTTCATATTTCT
I5Mmal3_R TACAIRTCGCCAGGTTGACGTAATTAGAGATAGATATTTTCATATTTTT
15Macs_R TAGATTICGGCAGCTTAACGTAATTAGAGATAGATATTTTCATATTTCT
1SMbat2_R TATATICGGCAGGTTAACGCAACTAGAGATATATATTTTCATATTTCT
1SMhus_R CACARTCGCCAGATCTTTTTTCAACTATAGAATTTITCGTACTCCGGE

1SMhu7_R GACACHRCGGCACCAAAAAATTCACGCATAATATTTTITCAACATGCGGEC
ISTth3_R CACATTCCGCACCCCCTTCACTCCAGCAGGTAATATCGCCCGGCCCCC
1SPIud_R TTCARTCCGCACCTAATTCAGGAATAAACCGCTTTATATTGTGCACCT

1SCwal_R CAGAIRTCCGCACTTCAAAATGTAGTATAAAAAAATACATAGTTTTAAA
15Mhud_R TCACCGRTCGCTGATCTTAAATTCAGATTCCTGAATTGATCCCAATTGA
15Mma20_R BETAAGIETGACAGCATCCACTAATTGATACTTTATTITTCCCTTCTTTT
15Mac23 R TTAARTTGACAGTATCCACTAATTGATATTGAAAATCTATCCTATTCT
15Mycai_R GAAGIICCCCCTGATCCGGCGCGGTTTGTGTCGTTGACCTGGGCATTT
15Masp1_R GGACIRTCTGCTTAAAAAGCGTATAAAGCATTGATATTAAGCTGTGAT
ISPphi_R GGAAGITCCAGCAATAAAAGAACGAAAAATCCCTATAACACCTTATTTC
15Az06_R GGAGIRFCGACAGTTAATCTCGTAACTATCTGATTTCGCTAGAGGCGAC
1513548 _R CGACIRRGGCTCAAATTAGTGTGCACCGTCGGCGCGGATCTTGATGAGG
1SMhus_R TCACCRCCCGAAAACCTTTAGGCGCATAGACTTAATGCAGTCAAAATT
15Mac12_R TGACIICCCATCGAATTAGGCACATATTCCAAGCGCATCTAATATTTC
I5Mac10_R BTCACCHINTCAAAGATCGAGTGATTTTCCGTTATCCTCIGGCTTTGTTTGT
15Archg R BTTGAGIERTCAAACATATGTGAAAAATCGATAGCCAGAACCATCATCCAC
15Mbov3 R TACGIRRTCCCAGTTTAAGCATAAAACAAGAAAACATAATTATGTAAAT
151634_R TACGIRRTCCEAGTTTAAGCATAARAACAAGAAAACATACTTATGTAAAT
1SMAp1_R CGAGIRTCCCAGTTTGATGAGATAATTTTAAAAAAGTGTCCGGTTTCC

1SMmy1_R ABRTTIRRGGACACTATATTTTTAAAATAGACTTCATTITCTTTAATATAT
1SMbov2_R ABRTTIRRGGACACTATATTTTTAAAATAGACTTCAATTCTTTAATATAT
15Tvod_R TTAACRCACGCCTTTTTACGTAATAGGTCGAGATCTATATTCAGAGTT

ISFacé_R TTAACRCCCCAATTTTTTAGGGAATATATTTGTACCTAATTGTTCATC

CCTACATTCCGCAGTTTATTGTTAAAAAAAATAAATTTTCTTATTTTITTT

IRR




