
IS231* 30 W G G G C C C W

ISCku2 6 T G A G G C C T C A

ISCku3 10 S S S S S S S S

ISH8 10

ISM ba6 15 A T T

ISRm22 9 C C T C T C C C C G C G C G G G G A G A G G

IS1598 , IS4Sa , ISGme2
25 W

IS4 , ISVvu2 , ISVvu3 , ISIlo1
42 A A A A A A S S S S S S S S S S T T T T T T T

ISCef4 7 G T A C

ISPpu8 5 C G C C T A G G C G

IS10R 37 R R C G Y Y

ISPpr2 8 T A Y Y R T A

ISSod3 17 S S R Y R Y S S

ISXo14 9

ISPpr4 22 S T A T A S
ISPpr4 14 S S

IS50R > 6000**

ISBf8 , ISCku4 , ISDha5 , ISGur 1, ISPepr4 , ISPto3 , ISUnCu6
18 W W W W T W W W W A W W W W

6 W W W W W W W W W W W W W W W W

ISRba4 9 C T A G

ISXo15 26 Y T A R

ISC1359 , ISSto8
8 A C G T

ISFac1 , ISM bu7 , ISM ma1
7 W W

ISFac6 , ISM ac5 , ISM ac6 , ISM ac10 , ISM ac12 , ISM ac23 , ISM ba11 , ISM ba12 , ISM ba13 , ISM hu4
9 W W W W W

21 W T W W A W

IS50

 N um be r o f  
ta rg e t  s ite s  
c o ns ide re d

IS name
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groups

ISH8

IS4Sa

IS4

IS10

Target site

Left target arm Duplicated sequence Right target arm

Fa
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IS
16

34
IS
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1
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ISPepr1

IS231


