Additional file 2 :

Subgroup ISHS8

B. Left extremities

10 20 30 40

ISHmai_L CTERCTTTAGCHRAAGAGACGAACCACGTGACAGCAGCGGCTTATCGA
ISH8C_L TECGRCTTTAGCHRAAGACTCACACCTCGGTTGTGTAGCGGTAGCGAGC
ISHBE_L CEGRCTTTAGTRAGTCGAGGAATCGCGTGACAGCAGCEBGCTTATCGA
ISH8A L CCGRCTTTAGTRAAGCCTCACACCTCGGTTGTGTAGTEGTAGCGAGC
ISH8 L CCGRCTTTAGTIRAAGCGAGAAACCGCGTGATAGCGGCEGGCTTATCGA
ISH8B_ L CCGRCTTTAGTIRAGGAGACGAACCGCGTGACAGTGGCGGCTTATCGA
15Mbat_L GEGICATCGETRAAGCATTAAATTCCCTCTCTTGTATETGTTTTTTA
1SArchT1_L GCGRGTTCGGATRAAGAGATTGACATTCTAACTATTAATATTTTTTAT
15Mhug_L GCARGACAGCTITATGGCCTGATACCTAACAGAGCCAAAATCAGTGET
ISHS_ L CEGHTCTAGTTRAGTGGAGAATCCTGTCGCTATCTEGCTGATTAGATA
1SUnCuw3 L GTACAGGATCTHTAGCTACAACCAATTGAARATAGATAGAAAAAAGGC
1SApua_L GTACAGGATCTHTAGCGGCAACCAATTGAAATAGATATAAAAAAGGC
15Mpsi_L AGGITGGATCT ARGAARAAARTCAGTTGAAAACATGCTCTGAATTT

15Pat13_ L AGGIATGATCTHTAGCAGTTGAAGAGGTGCTTCATTCEBTGATCTAAT

ISPat12_L ACGIRATCGATCTHTAGGATTTGAATAGGTGCTTCATTCGTGATCTAAT

CATCCGTCTTAAGTTAAGCGACAAACCACGTGACTGCAGCGGCTTATAGA

IRL

A. Transposase based dendrogram

ISHmal Haloarcula marismortui Euryarchaeota
ISH8C Halobacterium sp. Euryarchaeota
ISHSE Halobacterium sp. Euryarchaeota
ISH8A Halobacterium sp. Euryarchaeota
ISH8 Halobacterium sp. Euryarchaeota
ISH8B Halobacterium sp. Euryarchaeota
ISMba6é Methanosarcina barkeri Euryarchaeota

ISArch1l  uncultured archaeon phylum unknown

ISMhu6 Methanospirillum hungatei Euryarchaeota
ISH5 Halobacterium sp. Euryarchaeota
ISUnCu5  host unknown phylum unknown

ISApul Aeromonas punctata Proteobacteria
ISMps1 marine psychrotrophic bacterium Proteobacteria
ISPa13 Pseudomonas aeruginosa Proteobacteria
ISPa12 Pseudomonas aeruginosa Proteobacteria

C. Right extremities

10 20 30 40
TCGTCTTTAGCIBMAGACTCACACCTCGGTTGTGTAGEGGTAGCGAGC

I1SHmai1_R

ISHBC_R TEGTCTTTAGCIAAGACGAGAACCACGTGACAGCAGECGGCTTATCGA
ISHBE_R CEGTCTTTAG GCCCTCACACCTCGGTTGTGTAGEGGTAGCGAGE
ISHBA_R CEGTCTTTAG AGCGAGAAACCGCGTGATAGCGGEGGCTTATCGA
ISH8_R TEGTCTTCAG AGACTCACACCTCGGTTGTGTAGEGGTAGCGAGT
ISHBB_R TEGTCTTTAG AGACTCACACCTCGGTTGTGTAGEGGTAGCGAGE
1SMbag_R TGGTCATCGE AGGATTTATTTCCTTCTTCTGTTACTCTTTTTGA
ISArch11_R GEGTGTTCGE AGTAACCCATEGCTCCATCAACCTCTCCCGCTTA
1SMhue_R GTAAGACAGCIRRTGTAGATTAATECAGATCTTGAGGCATAATTTTTC
ISH3_R TEGTTCTAGT GTGGCGGCCAAAGCCGAACTCACETCGTTCAACE
ISUnCus_R GTACAGAACC AGCGGCAAGCGAATTAATAACACEGTCTAACGTT
1SApUI_R GTACAGGACC AGCGGCGAGTECATTTAAAACGCETTCCAAGETE
1SMps1_R AGGTTGGACT AGAAATAATGGGTTTTAACCCGTATTGCAATCGT
1SPa13_R ACGTATGACC ACGACCTAACCCAATGATTTATTTGTGTTATTAA
1SPa12_R ACGTATGTCT GCGAGCTAACATCATGATTCATATGTGATTTCCA

CATTCGTCTT+AGTTAAGA+TCAAACCTCGTTATTGCAGCGTC+TATAGC

IRR




