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GTAGTERCCGGTTAAATCCGTCTGGATTCACGTGAAAGCCAATACTGG
CTGCTERCCGGTTAAATGAAGGGTCGAAACCCTGAAGCCCAAGACTGA
CTAGTERCCGGTTAGGGTCGCTACGTTGCTTAGCAACCATTTAATAAT
CTACTEBRCCGGTAAACTTTGATTGTACAGCTGTAACTTGTTGAACTTT
CTGCTERCCCATAGTTTGATCAATAAATAGAAGGCTCGGAACCCGTTA
CTGCTERCCCATAGTTTAACTGAATAAAGAGAGGCCCTGAGAGCTACT
CTGCTERCCCACAGTTTGGGATAAATGAGAAAGCCTGAATCCARATTG
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15Pg4_L TTAGTERCCTAAAAGCTATTTTGGCAAARAGAT TAGGAGAGGTACTTCA
151598 L TTAGTERCCTAAAAAGCTATTTTGCCAAAAGATTAGGAGAGGTACTTC
15Pto2 L CTAGCARCCGAAAGTCGGGATTTTAAARAGCCCTCAGAATCACGTATT
15Cph2_L CAACTARCCGAAACTTTAACAAATCGAAAGTGCCTGAGAATCTCATATT
I1SRsp6_L GGGCTERCCGGGCAAAGTTGCGGCTGAATCGAAATGTCGCAGGCGCAT
ISRm16_L GGGCTERCCGGGCAAAGTTCCGGGTGAATCGAAATGTCGCAGGCGCAT
I1SRel_L CTGCTERCCGGTTTAAATTTAGTGGACATGGTGCACGEGTGTTGATTCT
1SDha3 L GTAGCEIRTGCATAAAGATAGCAACGAAARAAGTCAAGGTTTAAATTITGC
15Dhaz_L GTAGCERTGCATAAAGCTAACAACAAAARATGTCAAAGCTCAAATTTAG
15Dhad L GTAGCERTGCATAAAAGCATCCGCAAARAAGTCAAATTCTATATTICC
15Dre1_L CTAGTEGRTGCATAAAAAAATTTTTGTTTTGTCAAGTATTTTGGGATAT
15641_L CTAGTERTGCATTAATTTAATTTGATTATTAAAAATACTCGAAATGTT
154Bsu1_L BRCTAGTERCGCATTAAAATAATTCAACGATTTATAAAAATCTAAATTTT
15Pepr3 L GCGTCERCCGGTTAGGTCTTTGCATGGTTCTTTCGAGAATCTAARAAAG
185377_L GGCGTERTGATTATCCAATAAAATCCAAAGGGTATAGAAAAAAGAGCA
ISFact0_L TACCABRTTCCTATATTTAACCATTATGCATGACCATGTCATATTTAT
15Gvi4_L GAAGTEIRTGAATGTCAAGAATTGATCCTACAAARACAGCCCGCAGTCG
18GvI3_L GAAGTEIRTGAATGTCAGGAATTGATCCTACAAAAACAGCTCGAAGTCG
1545a_L THRAGAGABGNTAATTTATAATCTATTTTCATGTCCAATTTCTGTTGAACTC
ISRbad_L ATAGTERTCGGCCCGGCGTTTGCCCGCCGACGCTGAATTGCTCGCTTE
15B8Ima3_ L BRATGATERNTCGGCACGCTTTTTGCGCCAAGAAATCGTCGTGTACACTTC
15Bimai_L GRGAAGCEBNCCGCGATTTTCTTCGCAATTTCTTCACTTGCGCCAGCGACT

CACTAGTGTCCGATAAAATTATTTA+TAAAAAGA+AAAG+TCAAAATTTT
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A. Transposase based dendrogram

ISPosp4 Polaromonas sp. Proteobacteria

I1SDar2 Dechloromonas aromatica Proteobacteria

1SDprl delta proteobacterium Proteobacteria

1ISGme2 Geobacter metallireducens Proteobacteria

ISPcal Pelobacter carbinolicus Proteobacteria

ISGsul Geobacter sulfurreducens Proteobacteria

1SOsp1 Oceanobacter sp. Proteobacteria

ISPg4 Porphyromonas gingivalis Bacteroidetes / Chlorobi

1S1598 Porphyromonas gingivalis Bacteroidetes / Chlorobi

ISPt02 Psychroflexus torquis Bacteroidetes / Chlorobi

1SCph2 Chlorobium phaeobacteroides Bacteroidetes / Chlorobi

ISRsp6 Rhizobium sp. Proteobacteria

ISRmM16 Sinorhizobium meliloti Proteobacteria

ISRell Rhizobium etli Proteobacteria

1SDha3 Desulfitobacterium hafniense Firmicutes

ISDha2 Desulfitobacterium hafniense Firmicutes

ISDha4 Desulfitobacterium hafniense Firmicutes

1SDrel Desulfotomaculum reducens Firmicutes

1S641 Bacillus halodurans Firmicutes

1S4Bsul Bacillus subtilis Firmicutes

I1SPepr3 Pelobacter propionicus Proteobacteria

1S5377 Bacillus stearothermophilus Firmicutes

ISFac10 Ferroplasma acidarmanus Euryarchaeota

I1SGvi4 Gloeobacter violaceus Cyanobacteria

I1SGvi3 Gloeobacter violaceus Cyanobacteria

1S4Sa Synechocystis sp. Cyanobacteria

ISRba5 Rhodopirellula baltica Planctomycetes

1SBIma3 Blastopirellula marina Planctomycetes

ISBImal Blastopirellula marina Planctomycetes
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ISPosp4_R BECTAGTETICEGCTTAAAAGTTGAACAGATTCAACTGGTTATCACCAAGC
ISDar2_R CTGCTETCCGOTTAAATCGTGAATAGATTCAATTGGTTGTTGTGCGLG
1S0pri_R CTAGTERCCGGTTGTTAATTGAATAAATTCAACTGTTTACAGGATGGE
15Gmei_R CTACTERCCGGTTAATAGTTGAATAAGTTCAGTTGGTTGCGCTCAGGA
ISPcai_R CTGCTEICCCATAGTTTTAAATGAGCGACAACTGTTTGTCGCATAACA
ISGsu1_R CTGCTETCCCATAGTTTCTAAAGCAGCACCAGTTGTGGCGAABCCTCT
1S0sp1_R CTGCTERCCCACAGTTTTGACTCATATCGCGAACCTCATCTGAGGTTC
ISPg4_R TTAGTETCCTAAAAGTTTCTTCTTGAGGCATAGGGATCCTTAGBTCCTG
151598 R TTAGTETCCTAAAAGTTTCTTCTTGAGGCATAGGGATCCTTAGTCCTG
I1SP02 R CTAGCANCCGAAAGTTTTTAGAAAGAAGTAAGAAACATGTTTCTACCT
1SCpha_ R CAGCCAMCCGAAAGTTTCAGAAATATCAATTTAATGAATTTTAAGGCG
ISRspéE_R GGGCTBICCGGGGAAATTCAGACATAGGCGAAGCTCATTTGATGGGGG
ISRm16_R BAGGGCTEICCGGGEAAAATTCATGCATAGCGGAAGACCATTTGGTTTGG
ISRell_R CTGCTERCCGGTTTAAATTTTGTCACCATTGGAGGCTCATCTGGCCGE
ISDha3_R GTAGCEBTTGCATTGAAATAAAAAGCTTATGTCAATAGARAAACCCTCA
ISDha2_R GTAGCEBTTGCATTAAATTAAGATGGTTACTGTCAAGGGAAAATTCGCC
1SDhad R GTAGCEBNTGCATTAAGTTAATAAGTTTATTGTCAACCCAAAAGTTCAC
150re1_R CTAGCEBNTGCATAAAAACTAATCGTATAAATCAAAAGTAAATAAATGGA
IS641_R CTAGTETTGCATAAATAATGACTGAATTTTCAGTTTAATATTTTTTCT
1S4Bsu1_R BACTAGTETTGCATAAATTTTGACTGAATTTTCTGCTTTCTTGTTTTTGC
1SPepr3 R GTAATTICECGGTTAGGTCTTTGCATGTCGTCGTTTTTTCTTTAAAAGT
ISS377_R CGAGTEBTTGATTATCCAAAATTATACATACGCCTTCCATAAATTTGGG
ISFac10_R BBTACAGATTTCCAATATTTATATCTGATCATTTGCAATTTCATAAAGAT
1SGvi4_R GAAGTENTGAATCAGTAGACATTTGCACACAATTTGAGCGACCAGACT
ISGvi3_R GARATETTGAATCAATGGACATATGTACACGCTCTGGGCABCCGLGET

1545a_ R THAGGATERTAATTITATTAATTTAAAAGGACTGAAATTTACCCTTAATAA
ISRba5_R ATAGTERTCGGCCCGGCGTTTGCCGGGCTGGAATATTGGCGGATGETT
15BIma3_R BAATGATERTCGGCACGGCGTTTGCGAAATTTACGGCGGGCGTTTTTCCA
15Bimal_R EBAGAAGCERNCCGGGATTTCAGGTTTTTCATCGTTTCGGCCGCCTGGCETG

CACTAGTGTCCGATAAATTTTTAAATAAA+TTAAATTGT+TTT+TTCGCG
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