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Alignment of the amino acid sequences of vertebrate AQP1 and teleost Aqpla and Aqplb.
Alignment was performed using ClustalW employing the sequence from loop B to the start of the
C-terminus, manually optimized using the Bioedit software. Conserved residues are shaded in
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black, residues conserved in at least 70% of the species in grey.




