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Sparus a  HISGAHLNPAVTLGMLASCQISVFKAVMYIVAQMLGSALASGIVYGTRPST-TDKLGLNALT-GVTPSQGVGIELLATFQLVLCVIAVTD
Danio a   HISGAHLNPAVTLGLLASCQISLLRAVMYILAQMIGATVASAIVLGVSKGD---ALGLNQIHTDISAGQGVGIELLATFQLVLCVLATTD
Anguilla anguilla a HISGAHLNPAVTLGMLASCQISMLKAVMYIVAQMLGASVASGIVYGVRPEG-VTALGLNSLN-KITPSQGVGVELLATFQLVLCVIATTD
Anguilla japonica HISGAHLNPAVTLGMLASCQISMLKAVMYVVAQMLGSSVASGIVYGVRPQNNNTTLGLNSLN-KISPSQGVGVEFLATFQLVLCVIATTD
Takifugu a HISGAHLNPAVTLGMLASCQISVFKAVMYIVAQMLGSALASGIVFGTRPSD-NEALGLNSLS-GVTPSQGVGIELLATFQLVLCVIAVTD
Dicentrarchus ---GGHLNPAVTLGMLASCQISVFKAVMYIVAQMLGSALASGIVYGARPSG-NLALGLNSLN-NVTPSQGVGIELLATFQLVLCVIAVTD
Tetraodon a HISGAHLNPAVTLGMLASCQISVFKAVMYIVAQMLGSALASGIVFGTRPSE-NTALGLNSLN-NVTPSQGVGIELLATFQLVLCVIAVTD
Centropristis --DGGHVNPAVTLGMLASCQISVFKAIMYIVAQMLGSALASGIMYGARPST-TVALGLNSLN-GVTPSQGVGIELLATFQLVLCVIAVTD
Solea a   HISGAHLNPAVTIGMLVSCQISIFKAVMYIIAQMLGSALASGIMYGARPSQ-SSALGLNTLN-GVTPAQGVGIELLATFQLVLCVIAVTD
Gasterosteus a HISGAHLNPAVTFGMLASCQISLFKAVMYVVAQMLGSALASGIVYGARPST-TDALGLNALN-GVTPSQGVGIELLATFQLVLCVIAVTD
Oncorhynchus HISGAHLNPAVTLGMLASCQISVFKGVMYIVAQMLGSALASGIVYGTRPEG-NAALGVNALN-GVSASQGVGIELLATFQLVLCVIAVTD
Oryzias   HISGAHLNPAVTLGMLASCQISVFKAVMYIVAQMLGSALASGI--GTRPSN-TSALGLNSLN-GVTPSQGVGIELLATFQL-LCVIAVTD
Pimephales HISGAHLNPAVTLGLLASCKISFLKAVMYIVAQMFGAALASGIVYGVTKGD---VLGLNTINDSISAGQGVGIELFATFQLVLCVLATTD
Sparus b  HVSGAHFNPAVTLGLLVSGQISALRCVCYILAQMLGAVAASAIVNGYAQIG---SLGVNELN-RVTKAQGFIIEFLATLQLVLCVIAVTD
Solea b   HISGAHLNPAITLGLLASCQMSILRALFYVIAQILGAVAGSAFVNAIRPEI-IDSLGVNKLN-GVSPSQGFAIEFLLTFQLVLCVLAVTD
Ictalurus HVSGAHLNPAVTLAMLVSCQISMCRALWYIMAQMIGAVIASGIVLGLRPSV-VDSLGLNKLN-GVSLGQGFGIEFLLTLQLVLCFLATTD
Takifugu b HISGAHLNPAVTLGLLVSCQISVLRCVCYILAQMLGAVTASAIVNTFGANT---PLGVNALN-KVTPAQGFAIEFFATLQLVLCVIAVTT
Danio b   HISGAHLNPAITLGLLVSCQISFFRAFMYIIAQMLGAVLASGIMFKVSPDP-DTTLGLNMLGNGVKVGQGFAIELFATFQLVLCVLATTD
Anguilla anguilla b HVSGAHLNPAITLATLISCQISVFRAVFYILAQMLGAVFASGIVYGVRPNT-TDSLGVNKLN-GVAVAQGFGIEFLATFQLVLCFIATTD
Tetraodon b HISGAHLNPAVTLGLLVSSQISFLRCICYILAQMLGAVTASAIVNSFVSGG---SLGVNALS-RVTAGQGVAIEFFGTLQLVLCVLAVTD
Gasterosteus b HVSAAHLNPAITLGLLVSCKISPLRALVYMSAQVVGAVAGSVIVYGTRPET-THSLGVNKLN-GVGPGQGFGVEFLLTLQLVLCVLAVTD
Xenopus laevis HISGAHLNPAVTLGCLLSCQISILKALMYIIAQCLGAVVGTAILSGITTQISKNSLGLNGLSEGISQGQGLGVEIMVTFQLVLCVVAITD
Xenopus tropicalis HISGAHLNPAVTLGCLLSCQISILKALMYIIAQCLGAVVGTAILSGITTQISNNSLGLNGLSNGVSQGQGLGVEIMVTFQLVLCVVAITD
Bufo a    HISGAHLNPAVTVGCLLSCQISILKAIMYIIAQCLGAVVATAILSGITSNVENNTLGLNGLSTGVTAGQGLGVEIMVTFQLVLCVVAVTD
Bufo b    HISGAHLNPAVTW-LSLSCQISILKAIMYIIAQCLGAVVATAILSGITSNVENNTLGLNGLSAGVTAGQGLGVEIMVTFQLVLC-VAVTD
Rana      HVSGAHLNPAVTLGCLLSCQISILKAVMYIIAQCLGAVVATAILSGITSGLENNSLGLNGLSPGVSAGQGLGVEILVTFQLVLCVVAVTD
Hyla      HISGAHLNPAVTLGCLLSCQISILKAVMYIIAQCLGAVVATAILSGITSNLAGNTLGLNGLSNGVTAGQGLGVEIMVTFQLVLCVVAVTD
Homo      HISGAHLNPAVTLGLLLSCQISIFRALMYIIAQCVGAIVATAILSGITSSLTGNSLGRNDLADGVNSGQGLGIEIIGTLQLVLCVLATTD
Rattus    HISGAHSNPAVTLGLLLSCQISILRAVMYIIAQCVGAIVASAILSGITSSLLENSLGRNDLARGVNSGQGLGIEIIGTLQLVLCVLATTD
Bos       HISGAHLNPAVTLGLLLSCQISVLRAIMYIIAQCVGAIVATAILSGITSSLPDNSLGLNALAPGVNSGQGLGIEIIGTLQLVLCVLATTD
Ovis      HISGAHLNPAVTLGLLLSCQISILRAIMYIIAQCVGAIVATVILSGITSSLPDNSLGLNALAPGVNSGQGLGIEIIGTLQLVLCVLATTD
Canis     HISGAHLNPAVTLGLLLSCQISILRAVMYIIAQCVGAIVATAILSGITSSLPDNSLGRNELAPGVNSGQGLGIEIIGTLQLVLCVLATTD
Mus       HISGAHLNPAVTLGLLLSCQISILRAVMYIIAQCVGAIVATAILSGITSSLVDNSLGRNDLAHGVNSGQGLGIEIIGTLQLVLCVLATTD
Gallus    HISGAHLNPAVTLGLLLSCQISIFKALMYILAQCLGAVVATAILSGVTSSLPYNSLGLNALAKGINAGQGLGIEIIATLQLVLCVLATTD
Passer    HISGAHLNPAVTLGLLLSCQISIFKALMYILAQCLGAVVATAILSGVTSSLPGNSLGLNALSEGINAGQGLGIEIIATFQLVLCVLATTD
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Sparus a  KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNNFTNHWVYWVGPMCGGVAAALTYDFLL
Danio a   KRRR-DVSGSAPLAIGLSVCLGHLTAISFTGCGINPARTFGPAMIRLDFANHWVYWVGPMCGGVAAALIYDFLL
Anguilla anguilla a KRRR-DVTGSAPLAIGLSVALGHLTAISFTGCGINPARSFGPAVILGDFSDHWVYWVGPMCGGVAAALVYDFLL
Anguilla japonica KRRR-DVTGSAPLAIGLSVALGHLTAISFTGCGINPARSFGPALILGNFTNHWVYWVGPMCGGVAAALVYDFLL
Takifugu a KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNDFTNHWVYWVGPMCGGVAAALIYDFLL
Dicentrarchus KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNDFTDHWVYWVGPMCGGVAAALIYDFLL
Tetraodon a KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNDFTDHWVYWVGPMCGGVAAALIYDFLL
Centropristis KRRR-DVSGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNDFTNHWVYWVGPMCGGVAAALIYDFLL
Solea a   KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILNNFDNHWVYWVGP---------------
Gasterosteus a KRRR-DVTGSAPLAIGLSVCLGHLAAISYTGCGINPARSFGPALILSDFTNHWVYWVGPMCGGLAAALIYDFLL
Oncorhynchus KRRH-DVTGSAPLAIGLSVALGHLAAISYTGCGINPARSFGPALIMNDYTNHWVYWVGPMCGGVAAALV-----
Oryzias   KRRR-DVMGSAPLA-----CLGHLAAISYTGCGINPARSFGPALILNDFTDHXVYXVGPMCGGVAAALVYDFLL
Pimephales KRRR-DVSGSAPLAIGLSVCLGHLTAISFTGCGINPARSFGPAVILRDFTNHWVYWVGPMCGGVAAALVYDFLL
Sparus b  KRRS-DVKGSAPLAIGLSVGLGHFAAISFTGCGINPARSFGPALIRSKMENHWVYWLGPMCGGIAAALIYDFLL
Solea b   KRRD--VAGFAPLAIGLSVGLGHLAGIRYTGCGINPARSFGPAIILQSFDDHWVYWAGPMSASVVAALLYNYVL
Ictalurus KRRE-NITVSAPFALGLSVVVGHLAGFSYTGCGMNPARSFGPALVSVEFEHHWVFWAGPLCGGIVAALLYDFVL
Takifugu b KRRN-DIQGSAPLAIGLSVGLGHLAAISFTGCGINPARSFGPAVIRGKMANHWVYWVGPMCGGIVAALIYEFLQ
Danio b   KNRT-DVSGSAPLAIGLSVGLGHLVAISYTGCGINPARSFGPAVVLESFKNHWIYWIAPMCGGVAAALIYDFLL
Anguilla anguilla b KRRS-DVTGSAPLAIGLSVGLGHLAAMRYTGCGINPARSFGPAVVMRAFENHWVYWIGPISGGLVAALVYDYLL
Tetraodon b KRRN-DLQGSAPLAIGLSVGLGHLAAISLTGCGINPARSFGPAVIRKNMKNHWVYWVGPMCGGIAAALIYDFLQ
Gasterosteus b QRRD--VGGFAPLAVGLSVAL-----ISFTGCGINPAQSFGPAILQDSFDNH-VYWAGPMCAGVVAALLYDYLL
Xenopus laevis RRRN-DVSGSAPLAIGLSVALGHLIAIDYTGCGMNPARSFGSAVVANQFTNHWIFWVGPMIGGAAAAIIYDFIL
Xenopus tropicalis RRRN-DVSGSAPLAIGLSVALGHLIAIDYTGCGMNPARSFGSAVVAKQFANHWIFWVGPMIGGAAAAIIYDFIL
Bufo a    KRRH-DISGSIPLAIGLSVALGHLIAIDYTGCGMNPARSFGMAVVTKNFQYHWIFWVGPMIGGAAAALIYDFIL
Bufo b    KRRH-DISGSIPLAIGLSVALGHLIAIDYTGCGMNPARSFGSAVVTKNFQYHWIFWVGPMIGGAAARPYLRFHL
Rana      RRRH-DVSGSVPLAIGLSVALGHLIAIDYTGCGMNPARSFGSAVLTKNFTYHWIFWVGPMIGGAAAAIIYDFIL
Hyla      RRRR-DVSGSVPLAIGLSVALGHLIAIDYTGCGMNPARSFGSAVVAKNFQYHWIFWVGPMIGGAAAAIIYDFIL
Homo      RRRR-DLGGSAPLAIGLSVALGHLLAIDYTGCGINPARSFGSAVITHNFSNHWIFWVGPFIGGALAVLIYDFIL
Rattus    RRRR-DLGGSAPLAIGLSVALGHLLAIDYTGCGINPARSFGSAVLTRNFSNHWIFWVGPFIGSALAVLIYDFIL
Bos       RRRR-DLGGSGPLAIGFSVALGHLLAIDYTGCGINPARSFGSSVITHNFQDHWIFWVGPFIGAALAVLIYDFIL
Ovis      RRRRRDLGDSGPLAIGFSVALGHLLAIDYTGCGINPARSFGSSVITHNFQDHWIFWVGPFIGAALAVLIYDFIL
Canis     RRRR-DLGGSGPLAIGLSVALGHLLAIDYTGCGINPARSFGSSVITHNFKDHWIFWVGPFIGGALAVLIYDFIL
Mus       RRRR-DLGGSAPLAIGLSVALGHLLAIDYTGCGINPARSFGSAVLTRNFSNHWIFWVGPFIGGALAVLIYDFIL
Gallus    RRRN-DVSGSAPLAIGLSVALGHLLAIDYTGCGINPARSFGSALIANNFENHWIFWVGPIIGGAGAALIYDFIL
Passer    RRRN-DVSGSAPLAIGLSVALGHLLAIDYTGCGINPARSFGSALIANNFENHWIFWVGPIIGGASAALIYDFIL

 
 
Alignment of the amino acid sequences of vertebrate AQP1 and teleost Aqp1a and Aqp1b. 
Alignment was performed using ClustalW employing the sequence from loop B to the start of the 
C-terminus, manually optimized using the Bioedit software. Conserved residues are shaded in 
black, residues conserved in at least 70% of the species in grey. 


