Additional file 1
Sequence variation of 41 mtDNA control region haplotypes identified in 449 domestic ducks and wild mallards. Variable sites were scored relative to the reference sequence (abbreviated as RS, GenBank accession number NC_009684). Dots (·) denote identity with the reference sequence, and the number of samples sharing the same haplotype is listed in the right column (under the capital N).
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RS  TAACCCAATC CGATTCCCGC GCCCCAGCGT

H1  .......... .......... .......... 21

H2  C......... .......... .......... 3

H3  C......... .......... .......T.. 9

H4  C......... .A........ .......... 1

H5  C.......C. .......... .......... 12

H6  C.......C. .......... .......T.. 282

H7  C.......C. ...C...... .......T.. 2

H8  C.......C. .......... .......T.C 6

H9  C.......C. ........A. A......T.. 3

H10 C.......C. ........A. ..A....T.. 1

H11 C.......C. .......... ...T...... 1

H12 C.......C. .......... ...T...T.. 2

H13 C.......C. ........A. .......T.. 10

H14 C.......C. .......T.. .......T.. 2

H15 C.......C. ......T... .......T.. 4

H16 C.......C. .....T.... .......T.. 1

H17 C.......C. ....C..... .......T.. 1

H18 C.......C. ....C...A. .......T.. 1

H19 C.......C. ........A. ....T..T.. 1

H20 C...T...C. .......... .......T.. 1

H21 C.......C. ..G....... .......... 1

H22 C.......C. ..G....... .......T.. 32

H23 C.......C. ..G....... ......ATA. 1

H24 C.......C. T......... .......T.. 1

H25 C.......C. T.....T... .......T.. 1

H26 C.......CT .......... .......T.. 5

H27 C......GC. .......... .......T.. 2

H28 C.....G.C. .......... .......T.. 6

H29 C.....G.C. .........T .......T.. 1

H30 C....T..C. .......... .......T.. 2

H31 C..T....C. .......... .......T.. 1

H32 C.G.....C. .......... .......T.. 6

H33 C.G....GC. .......... .......T.. 2

H34 CG......C. .......... .......T.. 1

H35 C.......C. .......... .....G.T.. 1

H36 C.......C. .......... .T.....T.. 2

H37 C.......C. .......... A......T.. 8

H38 C.......C. .......... A..T...T.. 1

H39 C.......CT .......... A......T.. 1

H40 C.......C. .......... A.A....... 2

H41 C.......C. .......... A.A....T.. 8
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