. , A a t . .
5' splice donor site : c AGg tg agt | .ag G : 3' splice acceptor site
Exon1 Exon2a
HSA, PPY, PPA, PTR, HLA, MML, MFA, CAE: ACAgtgagt || cagC:HSA, PPY, PPA, PTR, HLA, MML, MFA, CAE
HSAMCH : - ____T:HSAMCH
Exon2b cagT:HSA, PPY, PPA, PTR, HLA, MML, MFA, CAE Exon2b
HSA, PPY, PPA, PTR, MML, MFA, CAE: CAAgtaagt

HLA: C— || cagA:HSA, PTR, PPA, HLA, MML, MFA, CAE Exon3a

Exon3a HSA, PPY, PPA, PTRL2, CAE: TG Tgtgaga || tagG: HSA, PTR, PPA, HLA, MML, MFA, CAE Exonda
PTRLY, CAE, MML, MFA: __T______________ o

Exon3b, HSA L2, P

HSALT: ———— ac_.____
PTR L1, CAE, MML, MFA :A____ac_

TRL2:GTGgtaaaa

cagT:HSA PTR, PPA, HLA, CHA, MML, MFA CAE, SOE, CCA, CAP

PPA: - r-————

HLA: a _—-t-—
Exon3b, HSA, PTR, PPA, HLA, MML, MFA :TGTgtatgt

CAE:———--—C—-

Exond HSA, PTRL2, PPA:ACGgtgago
xonta PTRLT MM 72 %59°
HA: T g

MFA, CAE: T __q

cagA:HSA, PTR, PPA, HLA, CHA, MML, MFA, CAE, CAP  ExonSb,
__c._:SOE
—G:CCA

tagT:HSA, PTR, PPA, HLA, CHA, CAE, CAP, SOE, CCA ExonSb,
a——: MML, MFA

tagC:HSA, PTR, PPA, HLA Exon6a
r-ga-- : CHA MML, MFA, CAE
g :SOE, CCA, CAP

tagA:HSA, PTR, PPA, HLA, CHA, MML, MFA, CAE Exonéb

Exon4b HSA, PTR, PPA, HLA, MML, MFA,

CAE:TCAgttaag

g1 SOE, CCA, CAP

Exon5b
HSA, PTR, PPA, HLA, CHA, CAE, CCA, CAP :ATGgtacga
MML,MFA, SOE: - C - ___
Exon5¢ HSA, PTR, PPA, MML, MFA, HLA:AAGgtaagc
CHA:-Coooe
SOE, CCA, CAP: ______ c.__
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