(A)

VP_human
VT_B.japonicus
VT_X.tropicalis
VT_lungfish
VT_coelacanth
VT_fugu
VT_flounder
VT_T.scyllium
VT_lamprey

VP_human
VT_B.japonicus
VT_X.tropicalis
VT_lungfish
VT_coelacanth
VT_fugu
VT_flounder
VT_T.scyllium
VT_lamprey

VP_human

VT_B. japonicus
VT_X.tropicalis
VT_lungfish
VT_coelacanth
VT_fugu
VT_flounder
VT_T.scyllium
VT_lamprey

(B)

OT_human
MT_B.japonicus
MT_X.tropicalis
[Phe2]MT_lungfish
MT_coelacanth
IT_fugu
IT_flounder
PAI_T.scyllium
ASV_T.scyllium

OT_human
MT_B.japonicus
MT_X.tropicalis
[Phe2]IMT_lungfish
MT_coelacanth
I1T_fugu
IT_flounder
PAI_T._scyllium
ASV_T.scyllium

OT_human
MT_B.japonicus
MT_X.tropicalis
[Phe2]MT_lungfish
MT_coelacanth
IT_fugu
IT_flounder
PAI_T.scyllium
ASV_T.scyllium

Signal peptide

Hormone

I 1
---MPDTMLPACFLGLLAFSSA

————— TAPVPACFLCLLALSSA
---MPEASVPACFLCLLALSSA
---MPGTCLPLCFLCLLAFSSA
---MPEVSLPVCFLCLLALSSA
---MPQCALLLSLLGLLALSSA
---MPHSMFPLCVLGFLALSSA
---MPQLSLPLSLLCLLAFTSA
MARCAPLTLAVSVLSLVLISSA

E I

[ 1
CYFQNCPRG

CYIQNCPRG
CYIQNCPRG
CYIQNCPRG
CYIQNCPRG
CYIQNCPRG
CYIQNCPRG
CYIQNCPRG
CYIQNCPRG

ok - kkkhkk

GKR
GKR
GKR
GKR
GKR
GKR
GKR
GKR
GKR

*okk

Neurophysin

I
AMSDLELRQCLPCGPGGKGRCFGPSI

SYPDTAVRQCIPCGPGNRGNCFGPN I
SYPDTELRQCMQCGPGNRGNCFGPN I
SFIDTEIRQCIPCGPQNRGRCFGPY I
SFTDTDIRQCIPCGSGSRGQCFGPNI
ALPETGIRQCMSCGPRDRGRCFGPNI
ALPDTGIRQCMPCGPGDRGRCFGPGI
SFLDTGVRQCMTCGPQNRGHCFGANI
DLTDS VRQCLPCGPGGQGRCFGPRI

s KAk - kK sk kk

CCADELGCFVGTAEALRCQEENYLPSPCQSGQKACGS-GGRCAAFGVCCNDESCVTEPEC
CCGEDLGCYVGTPETLRCVEETYLPSPCEAGGKPCSS-GGRCAAPGVCCSDDTCVVDSSC
CCGEDMGCY IGTPETLRCVEENFVPSPCEAGGRPCST-GGRCAAPG ICCNDESCSLDSAC
CCGEELGCY IGTSETLRCLEENYLSSPCKAGGKLCSTNGGQCAAPGICCTDESCAMDSSC
CCGEEFGCYFGTSETQRCLEENYLPSPCEAGGKPCGTNGARCAAPG ICCSDDSCSVDPAC
CCGEALGCLMGSPETARCAGENYLLTPCQAGGRPCGSEGGRCAVSGLCCNSESCAVDSDC
CCGEGLGCLLGSPETAHCVEENYLLTPCMAGGRPCGSEGGRCAASGLCCNPESCAVDSDC
CCGEEIGCYIGTSETLRCQEENYLPSPCEPAGRPCGRNSGKCASPGICCTDETCATDSTC
mwmmm%mwmmmm%mﬁm@mH%m%%m%%%mm%
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copeptin
1T

-REGFHRRARASDRS

-LDEDSERRRVTPEQ)

-LDDESERRRAPLEK

-LDGDADKRRMFPER

-AEGDSGRRRVSFER

-LGETESL----- EPGDSSADSSPTEMRRXE HVSSRGQSE

-LAEIEAS-—-—- DPGHGAGGSSPAAREENEI HVTARGQTE

Leucine-rich
core segment
Hormone

N-glycosylation site

Signal peptide Neurophysin

-MAGPSLACCLLGLLALTSA
-MSYTALAVTFFGWLALSSA
-MTYSTLAACLFCLLALTSA
MMSSASIPICLICLFAFTSA
-MSCTSISLCFICLCALTSA
-MTGTAISVCLLFLLSVCSA
-MTGAAVSVCLLFLVFLCSA
-MQSACLAVSLFCLVSFSRA

CYIQNCPLG
CYIQNCPIG
CYIQNCPIG
CFIQNCPIG
CYIQNCPIG
CYISNCPIG
CYISNCPIG
CYFNNCPIG
CYINNCPVG

K== KkKk -k

GKR
GKR
GKR
GKR
GKR
GKR
GKR
GKR
GKR

KKKk

AAPD-LDVRKCLPCGPGGKGRCFGPNIC
SVIDFMDVRKC IPCGPRNKGHCFGPNIC
SVMD IMD IRKCIPCGPRNKGHCFGPNIC
SVLD-TDLRKCISCGPGNRGRCFGPSIC
SVLD-AEIRKCIPCGPGNRGQCFGPNIC
SIMD-APQRKCMSCGPGDRGRCFGPGIC
SIMD-APLRKCMSCGPGDRGRCFGPGIC
SVMN-SE IRQCMQCGPENKGHCFGPRIC
SLMN REIRQCMPCGPGNRGHCFGANIC

* *- *kKk

-MQSACLAVYLFCLVSLSAA
*

CAEELGCFVGTAEALRCQEENYLPSPCQSGQKACGS-GGRCAVLGLCCSPDGCHADPACD
CGEELGCYFGTTETLRCQEENFLPSPCESGRKPCGNNGGNCARSG I CCNHESCTMDPACE
CGEELGCYVGTSETLRCQEENYLPSPCESGRKPCGNNGGNCAASG I CCNHESCTVDPACE
CGEELGCFFGTTEALRCQEENYWPSPCQSGGKPCGSEGGRCAAPGICCSDESCSVDSTCN
CGEEFGCYFGTSETQRCLEENYLPSPCEAGGKPCGTNGARCAAPGICCSDESCTLDSACN
CGESFGCLMGSPESARCAEENYLLTPCQAGGRPCGSEGGLCASSGLCCDAESCTMDQSCL
CGEGLGCLLGSPETAHCVEENYLLTPCHAGGRPCGSEGGRCAASGLCCDAESCTTDQSCL
CGERFGCY IGTAETVKCEKENY IFSPCEP I GRSCGKEGGKCASSGVCCTDQNCAMDTACD
CGEDIGCHIGTSETLMCQKEDYLLSPCEPTGRACGRNGGKCASSGICCTEQSCAMDLTCD
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copeptin
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I EEDGEDQTGQLEGGDPSDI IFR GHASPHQSHQ
TNNBYSSN————————mm oo
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Leucine-rich
core segment
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