5 TM domain BAT family

BAT A. aeolicus/ 1-50
BAT N. meningitidis/ 1-50
EmrE E. coli/ 1-21

SugE E. coli/ 1-41

BAT A. aeolicus/ 51-100
BAT N. meningitidis/ 51-100

. 10 . 20 . 30 . 40 . 50
MG SHAWLFWALASAGFASLTAIFAKMGLOG IDSDFATF IRTLWILAALLL
MENLKAVFWALLAAF IW3TAP | FFKLEGMKGEMPTLAG | FWHNLTATSLAF
[MHFPY I ¥LGGAILAEY IGTTLMKFSES
- [Mswin i Lv e LLEWWWAYGLK- YTHGFSRLTPSY I TWTAMIY
Lo : G.. e :

60 70 80 90 100
FLTYTGKWRGWNGF TGRNWTFL I LSGLATGASWLAYF KALOLGNASQWVAF
IGLLLLRENFFAYPLKEILSVALGG ILGGFLGLWYYYKAVKVGDVSE | VAP

EmrE E. coli/ 22-58
SugE E. coli/ 42-62

BAT A. aeolicus/ 101-143
BAT N. meningitidis/ 101-143
EmrE E. coli/ 59-110

SugE E. coli/ 63-105
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B 10 TM domain DMT family

YdgF-YdgE E. coli/ 1-20
EmrE-SugE E. coli/ 1-19
PagO S. enterica/ 1-50
RarD E. coli/ 1-49

YdgF-YdgE E. coli/ 21-70
EmrE-SugE E. coli/ 20-71

PagO S. enterica/ 51-100
RarD E. coli/ 50-99

YdgF-YdgE E. coli/ 71-120
EmrE-SugE E. coli/ 72-109
PagO S. enterica/ 101-150

RarD E. coli/ 100-147

YdgF-YdgE E. coli/ 121-170
EmrE-SugE E. coli/ 110-155
PagO S. enterica/ 151-200
RarD E. coli/ 148-198

YdgF-YdgE E. coli/ 171-220
EmrE-SugE E. coli/ 156-205
PagO S. enterica/ 201-249
RarD E. coli/ 199-249

YdgF-YdgE E. coli/ 221-220
EmrE-SugE E. coli/ 156-205
PagO S. enterica/ 201-249
RarD E. coli/ 199-249
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