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T VF KKKIKHMYV R
CCGCAGGGGCT GACGCGCGATGG GG
CCGCAGGGGCT GAAGCGCGATGG GG
CCGCAGAGGCT GACGCGCGATGG GG
CCGCAGGGGCTAAATTO GCGGTTAG

BOS_PRLR1

BOS_PRLR2

BOS_PRLR3

BOS_PRLR4

BOS_PRLRS

CCGCAGGGGCTGAAGCGTGGTGAA
CCGCAGGGGCTGACGCGCGGTGG GG
CCGCAGAGGCT GAAGTGCGGTGAG
CCGAAGGGGCT GACGCGCGATGG GG
CCACAGGGGCT GACGCGCGATG GGG
CCGCAGAGGCTGAATT GCGGTGAG

BOS_PRLR6

BOS_PRLR7

BOS_PRLR8

BOS_PRLR9

BOS_PRLR10

BOS_PRLR11

CCGCAGGGGCTGAATT GTCGGTGAG

BOS_PRLR12

CCGCAGGGGCTAACTTG GCGGTTAG

BOS_PRLR13

CCGCAGGGGCT GACGCACGATGG GG
CCACAGGGGCT GACGCGCGGTGG GG
AAGGCATGGGCCGAATTSGCGGTGG GG

BOS_PRLR14

BOSgr_PRLR1

Bbi_PRLR1

A CGCGT GGACCGAATTS GCGGTGGG

Bbi_PRLR2

A CGCGTGGACCGAATTSGCGGAGGSG

Bbi_PRLR3/Bbo . PRLR3 A C G C G T G A ACCGAATTGCGGAG GGG

Bbo_PRLR1

A CGCGT GGACCGAATT GCAGATG GGG
A CGCGTGGAACGGATTGCGGAGGG

Bbo_PRLR2




